Drugs & Chemicals

1:  Tumor Suppressor Protein pb3
(1029)

activ apoptosi arf cell express function inactiv induc

mdm2 mutat p73 pathwai protein regul

respons suppress SUPPressor tumor wild-typ

~3: RNA, Transfer| (110)

codon contain differ eukaryot gene initi
INI'NA protein reglolnl ribosom rna
SequenC site speci suggest synthesi

e DTANSLAL 0 e

5: |Saccharomyces cerevisiae Proteins
(733)

2: |Heterogeneous-Nuclear Ribonucleo-

_proteins (14)

altern assai a)SSO Cj. bind

complex detect exon famili genom
interact intron isoform nuclear proteln
sensit site specif splice suggest variant

_4: DNA Primers| (1987)

amplifi analysi chain clone detect dna express

fragment gene genotyp mutat per

polymorph popul primer reaction region restrict
sequenc speci

6: ' Apoptosis Regulatory Proteins (291)

albican bud candida cerevisia complex encod
eukaryot fission function growth interact involv

mutant pomb protein requir saccharomyc

strain suggest ye aJSt

_7: Plant Proteins (414)

access arabidopsi cultivar flower nybrid leaf leav

line maiz pla)nt pollen rice root seed

seedl speci thaliana tomato transgen wheat

activ ap OptOSi apoptosis-induc

apoptot bcl-2 caspas caspase-8 Cell
de&th fasl INAUC induct ligand methyl necrosi

pathwai program sensit surviv trail

8: [Membrane Proteins (1608)

apoptosi cell conserv domain €XPIeESS

function gene human identifi inhibitor

mammalian membran mice mous mutant

mutat protein ..

suggest transport


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tumor+Suppressor+Protein+p53
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Heterogeneous-Nuclear+Ribonucleoproteins
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activ arrest cell cycl cyclin damag delet dna
express function gene methyl mutat pH3

promot protein repair suppressor system

tumor

11: [Proteins (1227)

9: [Tumor Suppressor Proteins (815)

10:  1-Phosphatidylinositol 3-Kinase
(441)

3-kinas aCtIV akt cell egf egfr
epiderm f&CtOf gefitinib

growth inhibit inhibitor kinas

pathwai phosphoryl pi3k f@CeptOl"
Signal surviv tyrosin

12: Enzyme Precursors| (42)

algorithm apoptosi avail cell data databas domain encod
express function ZENE€ inform method mice mutat

:
SRS 0) (0] <)) S R

13: |Caspase 1 (15)

aJCt].V analysi cell differ evid express

function increas kinas mechan phosphoryl protein
provid role signal site specif structur suggest
tyrosin

14: |Caspases| (794)

apoptosi associ Cell control
death express famlll gene

increas induc level member I111C€ mous
mutant phenotyp rat respons role select

15: |Cytochromes ¢ (184)

e APOPLOSI apoptor s

bcl-2 caspas caspase-3 Cell cytochrom death

induc induct inhibitor mechan mitochondri
mitochondria mtdna pathwai protein releas

activ a)p OptOSi apoptot bax

bcl-2 caspas caspase-3 Cel]. death induc induct

inhibit inhibitor mechan pathwai proapoptot protein
releas surviv trail

16: Intracellular Signaling Peptides and
Proteins| (602)

activ apoptosi CGH death
diseas express function gene induc
interact Kinas mechan Mutat pathwai
patient phosphoryl protein regul role
signal
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17: [Frizzled Receptors (22)

activ beta-catenin cell differ famili form format

identifi involv local mechan path V\/ al protein
. 1
regul requir role sequenc Slgna

transduct wnt

19: Macromolecular Substances (157)

18: Receptors, G-Protein-Coupled
(175)

action activ agonist alpha antagonist beta cell express
gamma gene glucocorticoid ligand mediat pathwai

TCCEPLOT ot o

subunit

20: Eye Proteins (215)

o e wna COTTAPL€X

compon dna essenti form format function human
interact model process protein recruit requir site
structur subunit

21: Drosophila Proteins| (613)

cell conclusions cone degener develop
examin express gene implant macular

methods mutat optic photoreceptor pigment

protein retln retina studi
visual

22: [Protein Kinase C| (266)

adult aphid conserv control differ

drosophila uu ...

host insect larva larval mammalian melanogast
mosquito pheromon speci suggest wing

23: DNA-Binding Proteins| (3805)

aCth c-jun cell erk increas induc inhibit

inhibitor jnk klnas mapk

mitogen-activ p38 pathwai

phosphoryl s protein regu

signal stimul

24: Nerve Tissue Proteins (954)

activ bind cell damag dna domain
eXPIesS factor function SCT1C

mice mutat promot protein regul regulatori

repair signal site transcript

associ bind cell depress dlseals
disord express function gene genet

identifi interact mechan mice motor mutat
neuron progress protein studi
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+G-Protein-Coupled
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Macromolecular+Substances
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Eye+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Drosophila+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein+Kinase+C
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Nerve+Tissue+Proteins

25: Transcription Factors (3309)

26: Repressor Proteins (859)

activ bind cell develop differenti element €XPIess

factor function gene mutat pathwai

promot regul regulatori repress role signal site

transcript

27: [DNA| (2387)

activ cell chromatin control domain express
factor function ZEIE histon mutat pathwai

promot protein regul regulatori repress role

s LTANSCIIPYE

28: Tumor Markers, Biological (1491)

allel analysi associ bind damag dnaJ fragment

gene genet genom genotyp mutat per
polymorph popul promot region repair replic
sequenc

29: Nitrates| (54)

analysi cancer carcinoma clinic express

fctor gone eson TNNATKET
outcom patlent poor predict prognosi

prognost specimen stage stain

SUI'V1V tumor

30: |Organometallic Compounds| (54)

concentr demonstr differ €ffect group
1mcreas leyel model nitric oxid
produc pl‘OdUCt rate reduc sampl

studi suggest synthas

synthesi v

31: [Lead (43)

acid aCt ].V associ caus Cell chang
combin complex COTIPOUN
aenv €ffect group wa

increas model process select structur

studi Treatment

32: [Kinesin (65)

Caus dose effect expos
eXp OSUTI function genet group health

increas irradi 1€ad level method model
radiat respons sampl studi water

cell centrosom ChTOMOSOM
develop divis express famili
function ZENEC meiotic
microtubul mitosi
mltOt protein requir
reSPONS segreg sequenc specif

spindl


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcription+Factors
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33: Neutral Red (6)

34: [Paclitaxel (309)

aSSal . cell concentr
detect determin dna effect evid

exposur light method microm min rat

SGHSIt SpeCif support test

35: [Tubulin Modulators| (5)

advanc agent anticanc cancer
chemotherapi cisplatin combin cytotox

drug effect median paclitaxel
patlent phase regimen respons sensit

surviv toxic treatment

36: [Tubulin| (142)

agent DINd cancer data drug

eﬁeCt estim exposur identifi

inhibit larg method NEW reduc screen
size small SErUCtUr target therapi

37: HLA Antigens (146)

allel antigen associ Cla)SS complex donor

drbl genet histocompat hla human leukocyt major

mhc molecul natur patient present transplant
type

39: |Spectrin/ (22)

activ Cell centrosom checkpoint
chromosom eytokinesi A1V1S

express increas local meiosi meiotic

microtubul mitos

mlt Ot ) protein requir segreg
spindl s

38: [Histocompatibility Antigens Class I
(233)

allel antigen barrier Cla)SS complex drb1

gap histocompat hla human iron junction leukocyt
major mhc molecul natur present specif type

40: [Factor IX|(28)

cell control decreas defici earli function

human iewis INCTEAS
larg level local new numb er

observ prOtein rel sampl studi suggest

adenoviru adult analysi deliveri develop differ

effici express faCtOI' gene group

growth human mechan molecular studi

therapi transfer Ve Ct O I year
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41: Hepatitis delta Antigens (3)

42: |Calcium| (528)

affect analysi blot conserv detect dna
express form format gene gener

mammalian INUtant pl"OteHl region

r e S p O n S reveal sequenc vector

western

43: |Glycine| (128)

activ atp bone ca2-+ calcium cam cell

Ch annel current function gate

human intracellular ion potassium potenti
receptor releas sodium subunit

44: |Oxygen| (281)

acid activ analysi control diseas enzym function

gene increas model mutant mut aJt

patient polymorph posit residu S1t€ structur
studi substitut

45: Sulfatases| (11)

activ antioxid damag differ endotheli
energi enzym free function 111CT'€aAS level

measur OX].d oxygen rate reactiv

respons speci stress studi

46: |Cysteine| (166)

aCth detect develop
enzym function gene genom

high isol level low mutat product protein
site specif strain structur substrat tissu

47: [Histones| (546)

chang cleavag cystein form function group human
increas indic mutant mutat posit proteas protein

residu role serin Slte stabil structur

48: [Histone Deacetylases| (285)

acetyl activ asot CNITOIMATIN

coactiv deacetylas dna gene hdac

h ]. St O n mechan modif nucleosom

p300 recruit regul remodel repress silenc
transcript

acetyl activ assoct cbp CNITOITIALITY
coactiv deacetylas gene hdac hlston

mechan modif nucleosom p300 recruit regul
remodel repress silenc transcript


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hepatitis+delta+Antigens
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49: |Sirtuins (40)

50: Lysine (199)

acetyl activ Cthmatln coactiv

combin deacetylas function hdac

histon mechan modif mutant

nucleosom recruit regul remodel repress role

studi transcript

51: Silent Information Regulator Pro-
teins, Saccharomyces cerevisiae (23)

acetyl activ chromatin cleavag degrad differ
domain effect function gene histon increas

mutat proteas protein residu Slte

specif structur transcript

52: Phosphoglycerate Dehydrogenase

(1)

acetyl activ Chromatln complex

control deacetylas enhanc gene high

hlston level low modif mutat

popul recruit regul suggest transcript yeast

53: [NAD| (47)

acetyl activ assembl biosynthesi catalyt

chromatin Complex compon
conform crystal deacetylas el’lzym form

histon wear reerae SETUCTUT

substrat subunit transcript

54: |O-Acetyl-ADP-Ribose (2)

activ biochem biosynthesi catalyt catalyz cell

control dehydrogenas effect enzym

enzymat human metabol pathwai protein reaction
reductas respons Substrat treatment

55: Mutagens| (252)

activ alter Chang chromatin

complex conserv decreas €11ZYI11 function
gene histon increas mutant peptid recombin
splice substrat variant wild-typ yeast

56: RNA, Viral (502)

assai assess carcinogen chemic damag dna dose

effect expos eXp OSU.r frequenc

genotox increas indic induc mutagen potenti studi
toxic worker

antivir capsid genom hbv hcv hepat hiv hiv-1 host

human immunodefici lnfect infecti particl replic
.

rna Viral virion V].ru virus


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sirtuins
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57: Fluorouracil (367)

58: [Factor VIII| (63)

advanc agent cancer ChemOtherapi
cisplatin combin cycl dai drug grade median

month pa)t ient phase rate

regimen respons surviv toxic treatment

59: |Arabidopsis Proteins (300)

arabidopsi chioroplast floral flower fruit germin leaf

leav pla)nt plastid pollen root seed

seedl shoot speci thaliana tobacco tomato transgen

61: RNA, Messenger (3704)

analysi cell down-regul
expression GENE identifi level mice microarrai ININA

profil protein regul rt-per transcript translat up-regul
upregul variant

63: RNA, Plant| (113)

associ bleed coagul fa)Ctor fibrinogen

folat folic homocystein leiden model mthfr
plasma platelet reductas risk studi thrombin
thrombosi venou vitamin

60: Protein-Serine-Threonine Kinases
(1159)

aCtIV akt cell damag diseas dna

egfr factor gene growth inhibit inhibitor

kinas mutat pawa
phOSphOI'yl protein receptor repair
signal

62: DNA, Plant| (361)

access arabidopsi barlei crop cultivar differ

diploid hybrid leaf leav line maiz parent

plant popul rice root seed speci

wheat

64: [Peptide Nucleic Acids (24)

arabidopsi express flower gene hybrid leaf leav

plant pollen rice rna root seed seedl

speci thaliana tobacco tomato transgen wheat

analysi arrai detect dna fish HU.OI'GSC gene

genom human hyb r].d label method

oligonucleotid patient perform probe signal
S1tU specif techniqu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fluorouracil
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65: Molecular Probes (33)

66: [Plant Oils| (41)

analysi arrai assai bind detect ﬁSh

fluoresc gene hybrld label

method new oligonucleotid prObe sampl
select sensit S1tU specif techniqu

67: Sesame Oil| (1)

aCId activ amino associ control
decreas determin eﬁeCt genet
INCTeas level nitric oxid patient

reduc studi subject suggest synthas

synthesi

68: [Soybean Oil (2)

bodi breed differ dlstrlbut effect
fluid increas indic 10 Ca)l nitric oxid

pattern plant primari rice suggest synthas
synthe& weight wheat

69: |Antibodies, Viral (189)

acid a)Ct].V assai detect differ

distribut evid form format larg local

produc pIAO dU.Ct provid sensit

size small suggest support synthesi

70: |Apolipoproteins C (23)

ant].bOd]. antigen detect differ gene hbv

hcv hepat human immun lnfeCt monoclon
replic respons specif test vaccin viral

Vlru virus

71: Viral Envelope Proteins| (191)

apoe apolipoprotein associ
cholesterol concentr develop diseas
function genotyp group NUMAN
increas 1d1 level hpld
lipoprotein patient plasma
polymorph studi

72: Proto-Oncogene Proteins c-ets| (50)

antivir capsid differ gene genom hbv hcv hepat herp

hiv hiv-1 host human immungdefici lnfeCt
infecti replic viral Vlru virus

activ analysi bind cell chang chromosom

element eXpreSS famili gene
human identifi interact promot

protein respons site tissu transcript treatment



http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Molecular+Probes
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73: Recombinant Fusion Proteins| (957)

74: Neoplasm Proteins (1100)

activ bind cell chimer complet construct
contain demonstr domain express function
fusion gene interact mutant partial

PIOTEIN e o vectn

75: Nuclear Proteins (1730)

analysi apoptosi cancer cell colon colorect differenti

EXPTESS oo o o

microarrai mutat patient profil protein resist surviv
tissu tumor

76: |Oncogene Proteins, Fusion (163)

activ cancer cell cytoplasm damag dna
domain €XPIeSS factor function gene
interact mutat nuclear POJ3 promot
protein regul repair LTANSCIIPE

77: Myeloid-Lymphoid Leukemia Pro-
tein (52)

activ acut aml case cell chromosom
chronic complet express ITUS1IO1 gene

poman ey LEULKEINIA, e

myeloid partial patient sarcoma tumor

78: Proto-Oncogene Proteins c-bcl-2
(733)

activ aCUt aml associ blast cell chromosom
chronic cml develop gene imatinib leukaemia

e 1EUKEINIA, smpionic

mds myelodysplast myeloid patient

79: Proto-Oncogene Proteins| (1417)

actlv akt apoptosi cancer cell egfr express

factor gene growth kinas mut at

p53 pathwai phosphoryl protein receptor
regul Slgnal transcript

10

i st APOPLOS]

apoptot bax bcl-2 caspas caspase-3 cell death

induc induct inhibit inhibitor mechan pathwai
proapoptot protein releas surviv

80: |Proto-Oncogene Proteins c-bcl-6
(21)

b-cell case cell cll earli express function
ZIOUp hybrid identifi larg lymphocyt

lymphoma ..

normal patient respons screen time tissu
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81: |Core Binding Factor Alpha 2 Sub-
_unit (68)

82: ras GTPase-Activating Proteins
(26)

activ aCU.t aml associ blast cell chronic

develop express factor ZENeE leukaemia

leukemia e m

myeloid patient regul role transcript

83: Histamine H1 Antagonists (11)

aCtiV CGH chang complex
develop €XPress e

interact kinas level local mechan migrat

number protein regu

requir signal time treatment

84: |Adrenal Cortex Hormones| (75)

affect analysi care case clinic detect differ

gene grOUp health human

manag medic metabol patlent popul
sampl structur studi treatment

85: |Nitrosamines| (33)

asthma case ClINic cystic dai diagnosi diseas

effect fibrosi level patlent popul

present report S€ver studi symptom therapi
treatment year

86: [Peptide Fragments (462)

activ concentr critic demonstr depend deplet
essenti establish express function human increas
indic maintr«%in mainten necessari

TEQUIT ot s i

87:  Poly(ADP-ribose) Polymerases
(150)

activ apoptosi assai Cell cytotox decreas

dose-depend effect growth human increas induc
induct inhibit line manner poli prolifer treatment vitro

11

bind c-termin cell contain demonstr deriv

domalﬂ function immun motif novel

e PEPLIA

region respons specif studi synthet

protein receptor

88: |Anesthetics, Intravenous| (25)
complic COHCthl" control dai effect

group microg microm min oper

patlent perform postop procedur

rat resect studi subject SUrgeri surgic


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Core+Binding+Factor+Alpha+2+Subunit
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89: Norepinephrine (40)

90: [Propotol| (20)

cell chang compar control dai decreas
effect enhanc express gene

lncreas level mechan mice model

rat reduc IrespoI1lS stimul studi

91: |[Potassium Channels| (55)

compic CONCCNLT dai deveton

effect group higher increas low microg microm

min oper pa./t ].ent plasma procedur

respect studi surgeri surgic

92: [Ligands (557)

activ associ atp ca24 calcium cam

Ch anﬂel conduct current

function gene intracellular ion mutat potassium
potenti releas sequenc sodium studi

93: Transcription Factors, General (2)

aJCt ].V character dna enzym express

factor gene induc induct modifi multipl
ghenot;gj Protein residu respond
re pOn singl site suggest transcript

95: Cell Cycle Proteins| (1303)

activ affin agonist alpha antagonist beta bll’ld

bound cell complex gamma interact ligand mediat

poten TECEPTOT e e

structur target

94: Cyclin-Dependent Kinase Inhibitor
_p18 (8)

carcinoma cell complex cycl event

eXp reS S form format gene

interact involv model p53 PIOCESS region
regul sequenc SpeCIf tumor tumour

96: [Protein Kinases (415)

activ arrest CGH CYCl cyclin

damag dna gene kinas mitot p21 p27 p53
phase progress prolifer protein regul repair role

12

aJCt].V cell express gene induc inhibit
klnas mitot mutat pathwai

phosphatas phOSphOTYI protein regul
requir respons role signal stat3 tyrosin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Norepinephrine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Propofol
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Potassium+Channels
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ligands
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcription+Factors,+General
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclin-Dependent+Kinase+Inhibitor+p18
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclin-Dependent+Kinase+Inhibitor+p18
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cell+Cycle+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein+Kinases

97: |Antibodies, Neoplasm| (95)

98: |Actinin (28)

;ysi a;nt i b O dj. antigen associ

cell clinic express immun lymphoma mab
monoclon neutral patient posit respons specif
studi therapi tumor vaccin

99: Muscle Proteins| (162)

actin analysi associ bind CeH data express

fa;mlll function gene human

interact member migrat muscl mutat
process protein regul role

100: Vimentin (72)

analysi cell dystrophi exercis express famili fiber

function gene human interact mUSCI

muscular mutat patient protein role skelet
smooth studi

101: Intermediate Filament Proteins

(92)

activ analysi case Cell develop differenti

express form format gene human

includ kit patient protein sarcoma stromal
studi tissu tumor

102: Oligopeptides (146)

activ analysi associ carcinoma Cell

chang differ differenti express gene human

model mutat patlent phenotyp progenitor
protein skin stem studi

103: ATP-Binding Cassette Trans-
porters (207)

abc acquir class confer drug gene genet human major
mdr mdrl mechan multidrug mutat p-gp

:

13

apoptosi cell demonstr deriv effect gene group

tid
protein receptor specif studi synthet target
treatment vector

human identifi novel patient

104: DNA, Helminth' (26)

zalysi cluster develop dlﬁer

dna fragment gene nost infect
model NE€W pathogen pattern pcr popul
provid restrict SEqUEINC SPeCl studi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antibodies,+Neoplasm
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Actinin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Muscle+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vimentin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Intermediate+Filament+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oligopeptides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=ATP-Binding+Cassette+Transporters
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=ATP-Binding+Cassette+Transporters
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Helminth

105: |Caenorhabditis elegans Proteins
(183)

area caenorhabd climat dispers divers
ecolog elegan fish forest function gene

habitat marin natur nematod rang region sea

season Sp eCi

107: N-
Acetylgalactosaminyltransferases
(15)

anim associ blood cell character decreas
detect express featur gene genet 1ncreas

model mutat pheHOtyp

popul region sequenc site studi

109: Narcotics| (18)

106: Mitogen-Activated Protein Kinase
8 (20)

aCt 1V cell develop erk event featur gene

inhibit klna)s level mapk
pathwai patient phOSphOfY]

process protein regul sampl serum signal

108: Methadone| (8)

alcohol analysi case children data depend
develop effect identifi new oral

pa)tlent product provid ratio report

requir risk studi treatment

110: Peptides (678)

aICOhOl assai care consumpt dai depend
detect effect ethanol health method model

oral patient

sampl sensit studi substanc

prefer respons

111: Receptors, Interleukin (52)

bind cell demonstr deriv displai domain form identifi

lectin molecul novel p eptld protein

recogn recognit Specif structur studi synthet target

112: [Peptidyl-Dipeptidase A (100)

analysi associ Cell chain cytokin differ
effect €XPIress gene gener group human

level pa,rtlent reaction receptor risk

role studi treatment

14

ace allel a)rterl associ blood

cardiovascular COIrONarl gene genotyp

hypel"teﬂs infarct ischem ischemia
myocardi polymorph pl"eSSUI“ stroke
vascular vein vessel


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Caenorhabditis+elegans+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mitogen-Activated+Protein+Kinase+8
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mitogen-Activated+Protein+Kinase+8
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=N-Acetylgalactosaminyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=N-Acetylgalactosaminyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Methadone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Narcotics
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peptides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Interleukin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peptidyl-Dipeptidase+A

113: Heptanoic Acids (14)

apoe apolipoprotein CHIOlesterol
dai effect function gene growth increas

1dl level hp 1 d lipoprotein model
pa»t leﬂt plasma respons studi

subject trial

115: Pyrroles (69)

aCtlV base bind cell compound
detect effeCt famili function

growth inhibit inhibitor lipid
patient select studi target treatment
vitro vivo

117: Tetrahydroisoquinolines| (14)

activ assai clinic detect

diagnosi ear 1 effect express
gene normal phase sarcoma

sensit stage studi test
tlSSU. treatment trial tumor

119: Smad3 Protein| (59)

bmp cartilag chondrocyt collagen effect

express faCtOI' factor-beta fibroblast

grOWth induc mechan regul
signal smad smad4 sox9 tgf_beta

tef-betal transform

15

114: Hydroxymethylglutaryl-CoA Re-
_ductase Inhibitors (78)
apoe apolipoprotein associ atherosclerosi

ena Cholesterol discas effect nar
increas 1dl level 11p1d

lipoprotein metabol new plasma studi
total triglycerid

116: Fibrin Fibrinogen Degradation
_Products| (10)

blood clinic compar control diagnosi

diagnost differ group higher imag
increas level patlent rate studi

test time tissu treatment valu

118: |Angiotensin-Converting Enzyme
_Inhibitors| (54)

ace arterl blood cardiovascular

clinic coronari effect %yp ertens
incid infarct ischem ischemia myocardi
patient pI‘eSSUI‘ product stroke

vascular women year

120: Transforming Growth Factor beta
(538)

bmp cartilag chondrocyt collagen effect
express factor factor-beta fibroblast
OTOWEN st et sspons
signal smad sox0 t@f-beta
tef-betal transform


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Heptanoic+Acids
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hydroxymethylglutaryl-CoA+Reductase+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hydroxymethylglutaryl-CoA+Reductase+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyrroles
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fibrin+Fibrinogen+Degradation+Products
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fibrin+Fibrinogen+Degradation+Products
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tetrahydroisoquinolines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Angiotensin-Converting+Enzyme+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Angiotensin-Converting+Enzyme+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad3+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transforming+Growth+Factor+beta

121: Trans-Activators (1586)

122: Cytidine Deaminase (58)

activ beta-catenin cell develop express factor

ZENe involv kinas mice mutat pathwa].

prOmOt regul repress Slgn a}l target

transcript transduct wnt

123: DNA, Neoplasm| (505)

activ cell develop dna duplex express fork

function helicas human mutat patient pol polymeras

process I'€PliC single-strand strand synthesi templat

124: Lipids| (193)

alter analysi cancer carcinoma case cell
chromosom delet detect dna express gene
senom e s met TNUT AT

patient region tumor

125: [Acyl-CoA Dehydrogenase, Long-
_Chain| (9)

aCId activ amino analysi combin

decreas defect deficl effect INCreas mice
mutant patient protein respons role sampl
sever test time

127: Fatty Acids| (124)

activ apoe apolipoprotein associ

ChOleSteTOI differ effect group

increas 1d1 level 1ip1d

lipoprotein metabol patient plasma
studi total treatment triglycerid

126: Recombinant Proteins| (1227)

activ bind cell construct contain domain
effici enzym express form gene homolog

werae plasmid PTOTE1IN
TECOMDIN e ant srmernr

vector

128: Spl Transcription Factor| (107)

.
aJC].d amino atra composit contain differ

effect fas fatti free gene increas isol nucleic residu retino
retinoid strain studi substitut

16

activ assai bind box contain €element express factor

gene nunn PTOTNOT gon v

regulatori report shift site spl tranSCript upstream


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Trans-Activators
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytidine+Deaminase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Neoplasm
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lipids
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acyl-CoA+Dehydrogenase,+Long-Chain
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acyl-CoA+Dehydrogenase,+Long-Chain
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Recombinant+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fatty+Acids
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sp1+Transcription+Factor

129: Ephrin-A2| (4)

130: RNA, Archaeal| (13)

- actly wacell ..
control differenti cemen

express frequenc gene initi mice IIUINIDET

plai prolifer pl"OHlOt regul roOlé site

transcript

131: |Adenosine| (56)

analysi bacteria compar differ eukaryot form format

gene genom group identifi new

number reveal rna Trna select Sequenc speci studi

132: NF-kappa B (580)

activ adduct analog analogu cell chemic

Comp Ound control deriv

develop effect group human patient protein
region role sequenc structur tumour

133: Antigens, CD40 (75)

activ cd4 cd44 cd8 cd8+ Cell control cytotox

express gene human il-2 immun increas lymphocyt
mechan receptor studi t-cell ter

135: 'TNF Receptor-Associated Factor
2/ (12)

a;Cth alpha chemokin constitut cxcrd

cytokin express factor i-8 induc
inflammatori 1€Cros1

nf-kappab

receptor role tnf tnf-alpha tumor

nuclear p65

134: Receptors, Tumor Necrosis Factor,
Type I (38)

activ associ chemokin develop express factor
group il-8 increas induc necrosi

nf—kappab nuclear number
pa/t].eﬂt popul receptor role tnf

tnf-alpha

136: Receptors, Tumor Necrosis Factor,
Type 11| (25)

&Ct 1V cell chemokin effect
express f&CtOf ﬁlnctlon il-8

induc necrosi Hf— kap p ab

nuclear phenotyp protein rat receptor
suggest target tnf tnf-alpha

17

activ analysi aJSSO Cl chemokin
compar COI]thl differ express

factor frequenc gene genotyp human
increas necrosi Nf-kappab
patlent polymorph studi treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ephrin-A2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Archaeal
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adenosine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NF-kappa+B
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD40
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Tumor+Necrosis+Factor,+Type+I
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Tumor+Necrosis+Factor,+Type+I
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=TNF+Receptor-Associated+Factor+2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=TNF+Receptor-Associated+Factor+2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Tumor+Necrosis+Factor,+Type+II
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Tumor+Necrosis+Factor,+Type+II

137: [JNK Mitogen-Activated Protein
_Kinases (171)

138: |Forkhead Transcription Factors
(119)

aJCt].V c-jun cell erk function induc
inhibit inhibitor jnk klna,ls mapk

mitogen-activ p38 pathwai

phOSphOle pke protein regul

respons signal

139:  [Tetradecanoylphorbol Acetate
(121)

-
actl V' associ cell control differenti effect

express function gene human inhibit kKinas mapk mice
pathwai phosphoryl promot protein regul signal

141: Organic Chemicals (63)

activ associ cell control develop effect €Xpress
factor famili function ZEIE increas mechan

mutat promot regul repress sequenc studi

transcript

140: T-kappa B Proteins (78)

aCth alpha chemokin constitut cxcrd
express factor il-8 induc necrosi

nt-kappab s mee

p65 receptor respons tissu tnf tnf-alpha tumor

142: Tnsulin/ (381)

activ et CNAIN combin
compar control detect differ
effect increas methOd

model number organ pCr

polymeras quantit reaCtIOH
sampl StU.di

143: Venoms| (9)

0
adipocyt adiponectin associ dlab et fast

glUCOS impair increas INSUIIN 1evel mellitu
metabol nod obes peroxisom ppargamma resist studi
subject toler

144: Phosphoproteins (516)

cell combin compar diabet effect enhanc high

higher humaﬂ increas level low

mechan molecular NEW pancreat patlent
product provid rate

18

activ analysi associ bind cell complex domain
epitheli express function gene interact kinas
.

mutat pathwai proteln regul role

signal transcript


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=JNK+Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=JNK+Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Forkhead+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tetradecanoylphorbol+Acetate
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=I-kappa+B+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Organic+Chemicals
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Insulin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Venoms
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphoproteins

145: Protein Precursors (145)

146: Smad Proteins (55)

activ analysi asSOCI cell develop
differ express gene human

mlce mous mutant mut &t

peptid protein receptor region
Sequenc site studi

147: \Glucagon (32)

activ bmp cartilag chondrocyt collagen
effect express LACTOT fibroblast

ngWt h induc regul respons
signal smad so0 t@f-beta
taf-betal tissu transform

148: Protein Isoforms (557)

cell determin diabet effect express gene genom
group increas islet level local mice pancrea

pancreat patient secret

sequenc studi suggest

149: Glucagon-Like Peptide 1) (6)

activ AJTETN bind differ encod €XON express form
gene identifi intron isoform iack novel protein
site Spllce suggest transcript
lant

150: Smadl Protein (11)

analysi CGH combin compar
decreas differenti effect hlgh higher
ITNICTEAS level low method mice

organ pancreat process fa e
receptor reveal

151:  Bone Morphogenetic Proteins
(158)

bmp bone cartilag cell chondrocyt collagen
develop aifrerenti express
factor gene ngWth human
indue regul signal tgf-beta
taf-betal tissu transform

19

aJCt].V analysi blot cell combin

demonstr differenti enhanc express factor

growth new popul protein recombin signal
tgf-beta tgf-betal transform western

152: Smad8 Protein| (5)

assai bind collect compar COIltl"Ol detect
evid express frequenc growth level mutant

pathwai report Samp

studi support test

sensit signal


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein+Precursors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glucagon
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein+Isoforms
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glucagon-Like+Peptide+1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad1+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Bone+Morphogenetic+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad8+Protein

153: Smad5 Protein| (9)

154: DNA, Complementary, (1247)

analysi Cell differenti earli enhanc

epreSS factor famili gene

growth identifi lnteract mechan
mutant FE€SPOILS screen signal state
tgf-beta transform

155: Carrier Proteins| (1129)

analysi cdna cell character clone encod est

express ene homolog identifi isol librari

microarrai novel profil protein region SCQUENC tag

156: |Culture Media, (322)

activ apoptosi bind cancer cell colorect complex
domain encod €Xpress famili function gene identifi

interact mutat patient prOtein

regul role

157: Copper| (120)

activ cell cerevisia condit CUItur

fibroblast gene growth human increas infect isol
media medium pathogen product saccharomyc
strain vitro yeast

158: Interferon Type 11| (447)

activ air CONNCENTr contamin control
copper differ diseas environment group

liver measur metal pah pollut sediment

801l sourc structur Wa)t er

159: [Interferon Regulatory Factor-1
(20)

antigen Cell CytOkID dendrit ifn
ifn-gamma il-10 il-6 lmmun

induc inflammatori interferon interleukin

lymphocyt macrophag product

IFESPOILS stimul t-cent vaccin

160: Multienzyme Complexes (94)

ACTIV associ cell e combin

cytokin effect express famili gene high

huma)n level mice normal

respons role select studi tissu

20

aCtIV approach catalyt complex data
s CTIZY T

identifi increas kinas model phenotyp protein
rate role screen studi substrat

function gene


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad5+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Complementary
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carrier+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Culture+Media
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Copper
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon+Type+II
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon+Regulatory+Factor-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Multienzyme+Complexes

161: Proteasome Endopeptidase Com-
_plex (291)

162: Platelet-Derived Growth Factor
(89)

activ cellular de rad finger function

indic 1igas mechan pathwal prlon process

proteasom prOt e].n prp regul

stabil suggest target ublqultm zinc

163: |p38 Mitogen-Activated Protein
Kinases| (188)

actlv c-jun erk erkl induc inhibit inhibitor

jnk klnas mapk mitogen-activ p38
pathwai PROSPROTY] pie protein

regul serin signal stimul

165: Prostaglandin D2 (14)

aCtIV analysi associ Cell data
diabet differenti glucos human

inhibit insulin larg mechan model respons
reveal role size small time

167: Thiazolidinediones| (

activ c-kit cell differ differenti effect enhanc express

factor gene group gl"OWth ighi

increas kit level sarcoma stromal studi tumor

164: PTEN Phosphohydrolase| (121)

addit blOlOg contribut demonstr determin develop

egfr erythematosu growth includ involv lupu major

observ provid pten relev sle studi

system

166: Phosphoric Monoester Hydrolases
(181)

adiponectin associ cell develop d].an et

effect fast glucos increas insulin melitu

metabol obes peroxisom ppargamma reduc studi
subject tissu toler

21

activ addit blolog cell demonstr develop function
human includ involv kinas lupu phosphoryl provid

pten signal sle studi System tyrosin

168: Proto-Oncogene Proteins c-akt
(451)

5 kinas activ AKb cell egf egﬁ"
epiderm factor gesitiniv gI‘OWth

inhibit inhibitor kinas pathwai phosphoryl
pisk TCCEPTOT signal surviv tyrosin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proteasome+Endopeptidase+Complex
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proteasome+Endopeptidase+Complex
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Platelet-Derived+Growth+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=p38+Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=p38+Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=PTEN+Phosphohydrolase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Prostaglandin+D2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphoric+Monoester+Hydrolases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Thiazolidinediones
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proto-Oncogene+Proteins+c-akt

169: PPAR gamma, (130)

170: Receptors, Retinoic Acid (99)

adiponectin associ d].a;b et differ fast

gene glUCOS group increas lnSU ln level mellitu

metabol obes peroxisom ppargamma resist studi
subject toler

171: Isotretinoin| (12)

. Ny
aCld agonist alpha amino antagonist beta

cell develop express fatti gene increas ligand methyl

patient promor TCCEPTOT g s

role

172: Tretinoin (198)

aJC].d activ amino cell chain combin

effect estim express increas male patient pcr
point polymeras reaction respons target time
trial

173: Retinoid X Receptors (32)

acid activ agonist alpha antagonist beta cell express
gamma gene ligand mediat number rat

TECEPLOT v st e

therapi

175: Tkaros Transcription Factor| (9)

.
aCld activ AMINO atra cell composit

differenti effect express fas fatti increas leukemia nucleic
prolifer residu retino retinoid role substitut

174: |CCAAT-Enhancer-Binding Pro-

_teins| (92)

aCth apoptosi bind cell effect element

express factor €€ human increas patient

promot protein region regul

respons role site transcript

176: Thiazoles (142)

activ aSSOCI cell chromatin develop express

form format gene gener genom

genotyp histon model mutat promot regul
respons transcript tumor

22

activ apoptosi assai Cell cytotox effect

express form format human induc inhibit line
mechan prolifer protein structur studi suggest
treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=PPAR+gamma
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Retinoic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Isotretinoin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tretinoin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Retinoid+X+Receptors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=CCAAT-Enhancer-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=CCAAT-Enhancer-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ikaros+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Thiazoles

177:  |Cyclin-Dependent Kinase In-
_ hibitor p21| (289)

activ arrest Cell Cy61 cyclin

cyclin-depend express induc inhibitor kinas p21 p27
p53 phase progress prolifer protein regul

retinoblastoma suppressor

179: Tetrazolium Salts| (89)

178: Cyclin D1 (207)

activ arrest Cell CYCl CyClin

cyclin-depend gene growth inhibitor kinas level p21
p27 patient phase progress prolifer regul

retinoblastoma tumor

180: RNA, Small Interfering (885)

activ apoptosi assai Cell cytotox effect

express group growth human increas induc inhibit
ine prolifer protein resist studi treatment vitro
1 lif tud

181: |Coloring Agents (116)

antisens efrect express function gene inhibit
interf interfer knockdown oligonucleotid

I'T1 A inai cens shore silenc sirna small
specif suppress target

182: Luciferases| (384)

activ blue Cell color composit differ

effect express high increas intens laser level

]ight method observ patient rat red

studi

183: Cytokines (658)

.cell L.cytokin

express gene ifn ifn-gamma il-10 il-4 il-6

immun induc inflammatori interferon
interleukin macroghag product

I’eSp OI1S stimul

23

activ assai bind Cell element enhanc
express factor fluoresc ZENE

promot protein region regul

report respons site transcript transfect

vector

184: [Anti-Inflammatory Agents, Non-
_Steroidal (147)

activ agent chemoprevent clinic cox-2
cyclooxygenase-2 diseas drug effect increas inhibit
.

INNIDITOT oo et srevent

reduc select studi suggest treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclin-Dependent+Kinase+Inhibitor+p21
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclin-Dependent+Kinase+Inhibitor+p21
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185: Sulindac (16)

186: Membrane Glycoproteins| (1104)

agent associ cancer cell chemoprevent combin
cox-2 effect high induc inhibit

INNIDITOT o e smser

prevent reduc respons suggest treatment

187: Viral Vaccines (95)

activ apoptosi apoptot Cell cytokin

death depress disord express gene immun induc

mechan membran Mice mutat patient protein role trail

188: [Vaccines, Inactivated| (6)

antigen challeng ctl dendrit develop elicit epitop
.

cene LINITTIUTY irmmunogen

immunotherapi induc infect protect replic
.

IeSPONS studi V&CCln viral viru

189: Vaccines, Synthetic (68)

acid antigen assai cell dal detect dose

express TUTNICEION gone
genet 1TT1ITIUIL individu level organ
regul Tespons sensit Specif vaccin

190: [Vaccines, DNA| (137)

antigen challeng ctl cytotox dendrit elicit epitop
gene gener lmmun immunogen

immunolog immunotherapi induc innat protect

protein TESPONS «cen VACCII1

191: Enzyme Inhibitors| (925)

adjuv antigen antitumor challeng ctl cytotox
dendrit elicit epitop lmmun

immunogen immunolog immunotherapi induc innat
lymphocyt protect TESPOILS t-cenn

vaccin

192: Valproic Acid| (46)

activ apoptosi block cell cox-2 effect induc

INHIDIt wnibitor e e
mechan pathwai phosphoryl prevent protein
suggest SUPPTress target treatment

24

acid aSSOCI case cell children chromatin
disord effect epilepsi gene histon

pa/tj.ent report seizur
Stress studi suggest suicid time

treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sulindac
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Membrane+Glycoproteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Viral+Vaccines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vaccines,+Inactivated
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vaccines,+Synthetic
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193: [RNA| (686)

194: Azacitidine (108)

analysi cdna cell differenti dna CXPI'€SS function

gene identifi level melanoma mice

microarrai mrna polymeras profil protein ITlQ
sequenc transcript

195: Bromodeoxyuridine (115)

Ce]l cellular cycl develop
. .
dlﬁ.erentl effect €XPIesSs function gene

induc mice number pcna prolif pI’OllfeI‘ regul studi
suggest termin tissu

197: S-Phase Kinase-Associated Pro-
teins (29)

arrest Cell CyCI CyClin

cyclin-depend degrad increas individu inhibitor
kinas p21 p27 phase progress prolifer protein
regul respons retinoblastoma role

199: Sirolimus (94)

aberr cpg demethyl dNa epigenet gene
hypermethyl inactiv island mechan

met hyl methyltransferas mgmt p16

Promot rassfia region silenc statu suppressor

196: Antimetabolites, Antineoplastic
(257)

activ advanc agent cancer Chemotherapi
combin dai drug gene median methyl

patient rate regimen respons

studi surviv therapi toxic treatment

198:  Cyclin-Dependent Kinase In-
_hibitor p27 (183)

arrest cdk cdk2 Cell

CyCl Cyclin cyclin-depend inhibitor

kinas p21 p27 phase prb progress prolifer protein
regul retinoblastoma

cell-cycl cipl

200: Antineoplastic Agents| (2119)

aJCt].V cell donor effect human inhibit

11nas pathwai patient phosphatas
phOSphOI‘yl protein receptor regul Slgnal
src stat3 target transplant terSiD

25

advanc agent cancer cell chemotherapi

clinic cytotox drug effect efficaci improv
patient target therapeut

t h er ap j. toxic treat
t re at ment trial tumor


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Azacitidine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Bromodeoxyuridine
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sirolimus
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201: Antibiotics, Antineoplastic| (191)

202: |Staurosporine (68)

agent anticanc cancer cell chemotherapeut

chemotherapi cisplatin combin cytotox

drug effect human paclitaxel patient

resist respons sensit surviv toxic treatment

203: MAP Kinase Kinase 1| (42)

activ APOPTOSI apoptot bax bel-2
caspas Cell cycl death famili human

increas induc inhibitor kinas mutat protein
repeat respons role

204: |CDC2 Protein Kinase (70)

aCtIV cell erk growth human induc inhibit
it e KITLAS  sapi
mitogen-activ p38 pathwai

phosphoryl protein regui role

signal treatment

205:  |Extracellular Signal-Regulated
~ MAP Kinases (227)

activ arrest Cell CYCl cyclin

cyclin-depend earli gene growth human inhibitor
kinas p21 p27 phase progress prolifer protein
regul retinoblastoma

206:
(42)

Proto-Oncogene Proteins c-raf

aCth c-jun cell erk erkl induc inhibit

inhibitor jnk klna)S mapk

mitogen-activ p38 pathwai

phOSphOle pkc protein regul

respons signal

207: MAP Kinase Kinase 4| (41)

aCth analysi associ cell erk high induc

inhibit inhibitor klnaJS level low
mapk p3s pathwai PROSpPhoryl
pl"OtelIl regul respons signal

26

aCth cell control erk gene group

increas inhibit interact jnk klnas
mapk p3s pathwai PhOSphoryl

protein regul role signal structur

208: Mitogen-Activated Protein Kinase
Kinases| (99)

aCtIV c-jun cell erk erkl induc inhibit

inhibitor jnk klnaS mapk

mitogen-activ p38 pathwai

pPhosphoryl e protein regu

respons signal


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antibiotics,+Antineoplastic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Staurosporine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=MAP+Kinase+Kinase+1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=CDC2+Protein+Kinase
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209: bcl-X Protein| (143)

activ ap OptOSi apoptot bax

bel-2 caspas caspase-3 Cell death increas induc
induct inhibit inhibitor mechan pathwai proapoptot
protein releas surviv

211: |[Crk-Associated Substrate Protein

4)

210: Retinoblastoma-Like Protein p130
(25)

aJCt].V analysi antibodi C@H earli

famili interact mechan member mice

molecular patient plal report rOle

stage studi suggest target tumour

213: Adaptor Proteins, Signal Trans-
_ducing (351)

activ apoptosi associ CGH death
domain express function gene

lnteraCt kinas mutant mutat
pathwai phosphoryi PTOtEIN

regul role Slgna)l tyrosin

215: Cyclic AMP-Dependent Protein
Kinases| (114)

aCtIV analysi c-jun cell erk express gene
inhibit inhibitor jnk klna)s mapk

mitogen-activ p38 pathwai

phosphoryl protein regu

signal stimul

27

actlv arrest Cell correl CYCI

CyCliIl famili gene interact kinas larg method

p21 p27 pa)t].ent phase process

protein role size

212: Tyrosine (215)

aJCt ].V cell domain effect group inhibit

1naS mechan mutant pathwai
phosphatas phosphoryl protein
receptor role Slgnal stat3 structur
studi tyrosin

214: \Genetic Markers (872)

allel analysi associ chromosom gene genet
genotyp identifi linkag loci locu map

m a.fr ke r molecular polymorph

pOpul qtl region studi trait

216: Natriuretic Peptide, Brain/ (18)

analysi assai C a)r d ]. aC

cardiomyocyt cardiomyopathi detect develop

failur gene heart high left level

model peptid respons risk sensit time
ventricular


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=bcl-X+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Retinoblastoma-Like+Protein+p130
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Crk-Associated+Substrate+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tyrosine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adaptor+Proteins,+Signal+Transducing
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217: Troponin T| (16)

218: Atrial Natriuretic Factor (17)

cardiac compar decreas differ express form

function heart INCIreas level muscl

patient

time valu variabl ventricular

protein requir role studi

219: Biological Markers| (897)

analysi anim cardiac cluster compar
control express failur ENE genom heal‘t

high left level model p ept ld rat

rel studi ventricular

220: |Connexins| (115)

biomark cell clinic correl detect elev higher identifi

—.level marker

measur molecular patient plasma potenti predict
serum studi test

221: Vascular Endothelial Growth Fac-
_tor Receptor-3| (14)

angiogenesi eHdOt heh

factor gene growth hypoxia mice
model mutat normal rate respons role

subject target t1SSU treatment
vascular Vegf vese

223: Immunoglobulin Fragments (39)

barrier commun connexin contact coupl
cx43 demonstr form gap hear
, hemochromatosi hfe indic, intercellular

1IrON JUNCEI0N 10ss

studi suggest tight

222: [Vascular Endothelial Growth Fac-
_tor Receptor-2| (116)

angiogen angiogenesi antiangiogen associ
cell densiti develop endostatin

GHdOtheh factor growth

hif-lalpha hypox hypoxia hypoxia-induc

microvessel VaSCUIaI Vegf vessel vhl

224: |Antibodies, Bispecific| (17)

7ant j. b O di antigen autoantibodi

detect develop differ epitop gene human igg

immunoglobulin mab monoclon neutral protein
recogn sera specif studi target

28

activ ant ib O di antigen

approach bind Cell concentr control develop
express human mab model monoclon number
role specif studi target tumor


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Troponin+T
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Atrial+Natriuretic+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Biological+Markers
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225: Vascular Endothelial Growth Fac-
_ttor A (580)

angiogen angiogenesi antiangiogen densiti

s €NdOthell factor

growth nit1 hif-lalpha huvec hypox hypoxia
hypoxia-induc induc microvessel V&SCU]&I‘

Vegf vessel vhl

227: \Green Fluorescent Proteins (936)

226: |Angiogenesis Inhibitors (266)

agent angiogen angiogenesi cell clinic

el’ldOtheh factor growth

hif-lalpha hypox hypoxia hypoxia-induc improv
therapeut therapl treatment trial
vascular vegf ves

228: Pyrazines (74)

Cell construct effici egfp enhane €XPIESS

fluoresc gene gfp green mutant protein report

stabl stabli transfect transfer transgen transient
vector

229:  Tumor Necrosis Factor-alpha
(754)

addit cell combin convent data demonstr effect highli

SR 001011 o) AR

patient potenti provid result simultan Slngl studi
suggest

230: [Boronic Acids (59)

activ apoptosi apoptot CGH

chemokin cytokin death express factor
i-8 induc necrosi Hf—kappab nuclear

patient receptor respons tnf tnf-alpha trail

231: Receptor, Epidermal Growth Fac-
_tor| (570)

3-kinas activ akt cell egf egfr

epiderm factor gefitinib
gl“OWth inhibit inhibitor kinas
pathwai phosphoryl pi3k receptor

signal surviv tyrosin

29

addit cell combin convent data demonstr effect highli

waot INULEIP] i

potenti provid result simultan Slngl studi suggest
treatment

232: |Receptor, erbB-2/ (377)

amplif assess breast cancer case correl determin evalu
fals her-2 her2 ihc investig 1€ neu overexpress

.
p OS].t respect statu trastuzumab


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vascular+Endothelial+Growth+Factor+A
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233: Neuregulin-1/ (32)

234: |Antibodies, Monoclonal (1007)

activ affect akt analysi aSSOCl
Cell egf egfl“ epiderm factor

gene genet grOWth inhibitor kinas
pathwai pigk rate TCCEPTOT" signal

235: |Glycoproteins| (406)

antibodi bone cell e}{ [)I EEE;E; famili

function gene group human increas level mutat

pathwai patient protein residu signal Site
studi tumor

237: 15100 Proteins (74)

aJnt ib O di antigen autoantibodi

cell chemotherapi clinic human igg lymphoma mab
monoclon neg neutral patient POSit sera specif
therapeus therapi treatment

236: Deoxyadenosines (15)

Ba;se compound dai differ effect
express function genNe level mean

measur observ pair patient presenc
protein StI’UCtUI’ studi time
valu

238: Nerve Growth Factors (109)

analysi associ carcinoma case CGH
correl CXPIESS gene level
lymph metastasi metastat node
patlent primari protein
studi surviv tissu tU_mOr

239: Na(+)-K(+)-Exchanging ATPase
(32)

activ analysi atp ca2+ calcium

Ch aﬂnel combin control current
effect famlh gENE increas ion member

mice mutant respons sodium studi

30

brain cell chang control develop express factor
gene growth human level mechan

neuron patient protein role

serum studi suggest synapt

240: |Antiviral Agents| (238)

activ earli hbv hcv hepat hiv hiv-1 host human

immunodefici lnfeCt patient question
remain replic therapi treatment VlI‘al

V]. r u virus


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Neuregulin-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antibodies,+Monoclonal
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241: Etoposide (221)

242: Alanine| (136)

advanc agent apoptosi cancer cell
chemotherapi cisplatin combin

cytotox drug effect paclitaxel
patlent regimen respons sensit

surviv therapi toxic treatment

243: Dipeptidyl Peptidases (5)

activ bind cleavag codon domain effect function
gene genotyp mutant mutat patient polymorph
B

posit proteas protein residu serin S]. e
substitut

244: Serine (238)

aJCt 1V approach cell clone diseas

express gene larg mechan mutat number

protein requir size small specif treatment
tumor vitro vivo

245: |Antigens, Neoplasm (480)

aJCt].V allel control gene genotyp
group klnas model mutant
mutat e phosphoryl

polymorph protein residu respons role signal

Slte studi

246: |Serine Endopeptidases| (199)

analysi antibodi antigen carcinoma cell ctl
epitop eXpreSS gene lmmun
immunotherapi induc patient posit protect

IeSpPOIS surviv tissu tumor

vaccin

247: [ITransforming Growth Factor al-
_pha (51)

aCtIV akt cell develop differ egf
egff epiderm faCtOI”

gI‘OWth inhibit inhibitor kinas

local mice pathwai patient pi3k

receptor signal

31

activ associ cell cleavag contain cystein express

form gene glycosyl human indic level posit proteas

protein residu role serin Slte

248: Heparitin Sulfate (24)

Zadhes attach Cell collagen

evid express extracellular function human
integrin interact matrix method migrat
molecul role sulfat support surfac


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Etoposide
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Serine
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249: Fibroblast Growth Factors| (141)

250: Sulfotransferases| (28)

associ Cell CUltur dai develop

dose effect embryo embryon express factor

fibroblast gene gl"OWth medium neural
pattern signal vitro zebrafish

251: Receptor,  Platelet-Derived
_Growth Factor alpha (32)

actlV adhes cell chang differ effect
enzym express function geﬂe
numan Metabol mutat

normal phenotyp protein structur
studi suggest tissu

252: Hydrogen Peroxide (188)

c-kit case cell differenti factor gastrointestin
giant gist gI‘OWth hsp90 imatinib includ
kit malign Sarcoma) soft

Stromal studi tissu tumor

253: Triterpenes| (27)

activ antioxid damag enzym free glutathion

increas induc level OX].d oxygen
peroxid protect radic reactiv reduc ros speci
stress superoxid

254: |bcl-2-Associated X Protein| (273)

acid aJCt].V adduct analog analogu

apoptosi CGH chemic combin

compound deriv difter effect
exposur EXPTIeESS induc inhibit sampl
select tumor

255: Receptors, Tumor Necrosis Factor
(234)

st s APOPTOSI

apoptot bax bcl-2 caspas caspase-3 cell death

induc induct inhibit inhibitor mechan pathwai
proapoptot protein releas surviv

256: |Amino Acid Chloromethyl Ke-
tones| (35)

activ apoptOSi apoptot bone Cell
control death express factor increas iNdUC level

ligand mechan necrosi nf-kappab patient receptor
sensit trail

32

sctiv APOPLOST wpoptot b

bcl-2 caspas caspase-3 Cell chang combin
death effect human induc induct model pathwai
proteln respons tumor
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257: |Antineoplastic Agents, Hormonal
(201)

breast (EZEII (j E}I cell clinic combin

effect estrogen express function increas mcf-7 patient
prostat receptor respons surviv tamoxifen therapi
treatment women

259: Taxoids| (259)

advanc cancer Chemotherapl
cisplatin combin cycl dai docetaxel drug
gemcitabin grade median month

p at le nt phase regimen respons

surviv toxic treatment

261: Vinblastine (102)

258 Estramustine (

6 [ ] ( i( E['
advanc androgen (/d) chemotherapi

clinic combin effect increas patient progress
prostat psa respons studi surviv therapi toxic treat
treatment trial

260: |Antineoplastic Agents, Phytogenic
(356)

agent anticanc cancer Cell

chemotherapi cisplatin combin cytotox
drug effect human inhibit paclitaxel

patient respons sensit surviv toxic treat
treatment

262: |Camptothecin| (222)

advanc agent cell Chemotherapi

cisplatin combin cyecl dai drug grade median

month p a)t j.ent phase regimen

resist respons surviv toxic treatment

263: Mitomyecin| (80)

activ advanc agent cancer

chemotherapi cisplatin combin
cytotox dai drug
patlent phase rate regimen

respons surviv toxic treatment

median paclitaxel

264: |Telomerase (315)

agent anticanc cancer cell chemotherapeut
chemotherapi cisplatin cytotox develop dna

drug effect group paclitaxel patient

respons sensit studi toxic treatment

33

activ cap cell cellular end htert human
length maintain mainten mechan replic revers

SenescC shorten suggest telomer
telomeras transcriptas trap
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265: Catechin| (49)

266: Cardiotonic Agents| (17)

certain complement compon defin demonstr determin

gener highli identifi includ known major natur

.
particular provid Sp EBle tea type uniqu

util

267: Dobutamine] (7)

cardiac chang carli
function heart

human left mechan model
molecular patlent rate

I'GSpOIlS role stage StU.di time

treatment ventricular year

268: |Antidepressive Agents| (54)

cardiac compar dai decreas detect earli

form format fU.IlCthH genom heart

].ncreas isol model
pa)t].ent polymorph posit rate

specif valu

269: |Glyceraldehyde-3-Phosphate De
_hydrogenases (19)

associ chang differ effect eXpI'GSS famili
gone NUTTLATY tevel method samma

normal protein recombin regul role sampl

StUdl tissu valu

271: |Culture Media, Serum-Free (96)

adhd anxieti associ behavior bipolar depress

.
dlsord estim major mental method

patient person psychiatr respons serotonin sleep
studi symptom treatment

270: CCAAT-Enhancer-Binding
_Protein-delta (12)

acid activ analysi assai CGH control
differenti effect express factor Z€I1€

growth huma)n increas induc
level patient PrOmMot respons

transcript

272: Suspensions (6)

avcell wculbur e

differenti express fibroblast function gene group
human increas induc inhibit level media medium
role vitro

34

assess Cell clinic concentr cultur data
dynam effect mean measur method

model .« patient

popul predict ratio respect score Vahl
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~ 273: Receptor, Notchl (51)

character (/OIlbeI ; control delta

evolutionarili function hlghh homol og
homologu human ident identifi mammal

mammalian mous notch ortholog

similar suggest vertebr

275: Cation Transport Proteins| (129)

274: Receptors, Cell Surface (638)

activ alpha beta cell conserv cytokin express
function gene human identifi mammalian
mous mutat pathwai protein

TCCEPTOT wapons roe signst

276: [IDNA, Mitochondrial (602)

activ associ barrier channel

d 1 Se aS express function gap

2eIEe genet haplotyp increas iron

Jjunction membran patient
polymorph protein studi transport

277: DNA-Directed DNA Polymerase
(161)

analysi chain detect dﬂa) duplex fragment gene

genom helicas mutat pcr pol polymeras reaction rephc
sequenc single-strand strand studi synthesi

279: |Glucose (249)

analys cytochrom divers dna genet indic involv

—emitochondri

mitochondria mtdna oxidas phylogenet popul

relationship sequenc SpeCI suggest tree variat

278: Amino Acids| (207)

.
aJC].d amino analysi codon composit differ

fatti genom nucleic patient protein rate residu retino
retinoid select site structur studi substitut

280: Immunoglobulin Light Chains| (36)

activ associ cell cerevisia dlab et

effect enzym fast function gene gluCOS growth
increas lnsuhn mellitu metabol peroxisom
saccharomyc studi yeast

35

analysi ant i b O di antigen

CGH detect differ form format gene
gener human level lymphoma normal

patlent region select sequenc

tissu treatment
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~ 281: Immunoglobulin G| (244)

activ a;nt ].b O (11 antlgen

autoantibodi cell epitop human igg immun
immunoglobulin mab monoclon neutral patient
recogn respons sera specif studi vaccin

283: |Calcium-Binding Proteins (162)

282: Immunoglobulin Heavy Chains
(136)

antibodi b-cell case cell cll develop differ
hodgkin human immunoglobulin larg lymphocyt

[lymphoma, s

non-hodgkin region rituximab sequenc studi

284: Oligonucleotides (269)

activ analysi cell CONSErv domain express

function gene highli homolog human
identifi mammalian mous plai

proteln role structur studi

suggest

285: |Analgesics (28)

activ analysi bind detect differ dna

express gene gener genom hybrid promot region
replic rna sequenc site specif structur target

286: |Carbon Isotopes (60)

aJCt ].V arthriti combin dai differ diseas

effect fqnction genet genom health model pain
patient rat receptor role studi subject
treatment

287: Protein Subunits (315)

approxim carbon determin electron
.

eﬂergl exchang experi fluoresc

free measur mol product proton reaction

solut spectra spectral spectroscopi
transfer yield

288: |Succinate Dehydrogenase (31)

e st e COIMPlEX

COMPON compos contain essenti form format function
interact mediat process protein receptor recruit requir

structur Subunit
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activ analysi case cell chang clinic combin

control dna gene hormon
mltOChOHdrl mitochondria
mtdna Mmutat patlent rate

studi subject therId
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289: |Electron Transport Complex [
(29)

activ analysi compar complex control
cytochrom dna express function gene indic involv

mitochondri

mitochondria mtdna mutat protein rate suggest
valu

291: |Alkaline Phosphatase (106)

290: Mitochondrial Proteins (174)

activ apoptosi associ cell cytochrom dna effect

function gene indic involv membran

mitochondri

mitochondria mtdna oxidas potenti protein resist
suggest

292: [Amyloid (69)

alkalin bmd b One calcium cell densiti

differ express fractur gene hip miner osteoblast
osteoporosi patient protein skelet spine studi
vitamin

293: Erythropoietin/ (85)

abeta a;ccumul amyloid caus

degrad deposit diseas famili form gene increas
lead lysosom mutat precursor protein reduc
report storag suggest

294: |Actins (398)

abnorm anaemia anemia caus cell defect

d{iﬁCl disord epo erythrocyt erythroid

erythropoietin g6pd hemoglobin increas model
normal patient sever studi

295: |Apolipoproteins E (217)

actin activ Cell cytoskelet

cytoskeleton express fak filament format

function gtpase mlgl‘at motil myosin polar
protein regul requir rho role

296: MADS Domain Proteins (36)

apoe apolipoprotein associ atherosclerosi

aa Cholesterol diseas genotyp
hdl increas 1d] level llpld

lipoprotein metabol plasma polymorph
studi total triglycerid

37

arabidopsi chang control develop differ flower
function gene group increas leaf leav patient

plant pollen protein root seed thaliana

transgen
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297: Homeodomain Proteins (633)

298: |Growth Substances| (135)

activ associ cell de\/elOp differenti earli
embryo embryon exp reSS factor

gene mous mutat neural pattern
promot regul role traDSCflpt

zebrafish

299: STAT3 Transcription Factor| (154)
aJCt 1V cell constitut demonstr express
inhibit klna)s mtor pathwai

phosphatas phOSphOI‘yl protein rapamycin
receptor regul role Slgnal src stat3
tyrosin

301: Ciliary Neurotrophic Factor| (8)

cell clinic develop differenti effect factor function

orowth

model patient regul role studi target therapi treatment

height hormon igf-i insulin-lik

300: Basic Helix-Loop-Helix Transcrip-
tion Factors (179)

activ Cell conserv develop ditter differenti
express faCtOI' function gene mous promot

protein regul repress respons stem studi suggest

transcript

302: |Otx Transcription Factors (15)

anim area cell COMbIN decreas develop
differenti earli eﬁect enhanc

lncreas local mice
mO del organ protein receptor

reduc stage studi

303: |Mitogen-Activated Protein Ki-
_mases| (224)

activ c-jun cell erk induc inhibit
inhibitor jnk klna)s mapk

mitogen-activ p38 pathwai

phOSphOfY] protein receptor regul

role signal stimul

38

analysi area develop embryo embryon

epreSS famili gene genom

growth identifi interact method neural
pattern reglon respons
Sequenc specif studi

304: Peptide Hydrolases (100)

accumul activ analysi CeH chang

complex degrad differ express gene
increas invas matrix model process

Proteln resau e site

suggest


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Homeodomain+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Growth+Substances
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=STAT3+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Basic+Helix-Loop-Helix+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Basic+Helix-Loop-Helix+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ciliary+Neurotrophic+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Otx+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mitogen-Activated+Protein+Kinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peptide+Hydrolases

305: |Acyl Coenzyme A (15)

306: Glucose Transporter Type 1 (24)

- .
aJC].d activ amino base data develop

effect ENZYIN express fatti genom group human
increas isol model protein role structur substrat

307: Monosaccharide Transport Pro-
_teins (58)

associ cell d].a/b et differ express

function gene glucos growth human insulin
metabol mutat normal patient protein respons
studi tissu yeast

309: Silicon Dioxide| (34)

ASSOCI cell control diabet differ distribut

endotheli eXp reSS factor gene
group human increas level

local region respons studi vascular vegf

308: |Zirconium| (9)

assess blue color composit differ evalu extract

intens laser 11ght measur method

model observ red score shed studi
treatment valu

310: Resin Cements (15)

chang composit deliveri determin differ

effici extract high intens laser llght

measur method observ organ particl
prepar studi Surfac time

311: Calcium Hydroxide| (1)

blue captur color composit cure dark differ dye

effect Eroup human intens laser 1]. ght

observ red shed studi time unit

312: |Composite Resins (43)

compar complex control data differ error estim

gTolp

method power respond respons signific state

statist

induc induct kinet lesion light

39

blue captur color colour composit cure dark differ

dye influenc intens irradi laser 11ght

observ red shed studi time unit
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313: rho GTP-Binding Proteins| (96)

314: |Oligonucleotides, Antisense (244)

actin activ Cell cytoskelet

cytoskeleton filament format gtpase mechan
mlgrat motil myosin polar protein regul

respons rho role signal suggest

315: Cisplatin| (489)

antisens cell effect express function gene
inhibit interf interfer knockdown
oligonucleotid rnai short silenc
sirna small specif suppress target

316: RNA, Ribosomal, 16S (218)

advanc agent anticanc cancer
Chemotherapi cisplatin combin cytotox

rug effect median paclitaxel

patlent phase regimen respons sensit
surviv toxic treatment

317: RNA, Ribosomal, 285 (18)

16s analysi bacteri bacteria base commun
divers eukaryot gene isol microbi organ
phylogenet rdna ribosom I'TT1Q,

sequenc simiar SPECL sirain

318: DNA, Ribosomal Spacer| (92)

analysi bacteria divers dna element eukaryot
evolut geNe genet genom insert method

phylogenet rdna region role rrna select

SEJqUEIC speci

319: Methylenetetrahydrofolate Reduc-
_tase (NADPH2) (124)

associ bleed coagul faJCtor fibrinogen

folat folic homocystein leiden mthfr plasma
platelet prothrombin reductas risk studi
thrombin thrombosi venou vitamin

40

analys analysi base clade close data diverg genu
group isol molecular morpholog phylogenet
phylogeni relat relationship sequenc
.

Sp eCI strain tree

320: Niacinamide (13)

activ caus cell control develop

differ effect eﬂzym function

gene increas mechan model mutat
patient structur studi substrat treatment
year
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321: Carbon Dioxide (93)

322: Ki-67 Antigen (242)

carbon compar control determin

develop effect electron energl

free imag increas IN€ASUI process
I’ate respons solut spectroscopi
studi tissu transfer

323: |Cyclophosphamide, (252)

assess Correl evalu grade higher index

invers ki-67 lesion neg observ paramet posit relat
relationship signific stain statist studi surviv

324: Doxorubicin (373)

advanc chemotherapi combin dai grade

lymphoma median month patient

phase rate receiv regimen respons surviv
therapi tOXic transplant treat treatment

325: Receptors, Progesterone| (144)

agent anticanc cancer cell chemotherapi

cisplatin combin cytotox doxorubicin

drug effect lymphoma paclitaxel

patient I’eSISt respons sensit surviv toxic
treatment

326: Receptors, Estrogen (269)

.. breast cancer ..

correl estrogen function gene group increas mcf-7
ovarian patient receptor respons signific studi surviv
tamoxifen women

327: DNA, Bacterial (597)

analysi bacteri bacteria cOli divers dna

escherichia fragment gene gener infect ].SO
.

PCr restrict rrna Sequenc speci Stra}ln

toxin type

41

... breast cancer ..

differ endometri estrogen express gene group mcf-7
number ovarian patient receptor respons studi surviv
tamoxifen women

328: Deoxyribonucleases, Type II Site-

_Specific (90)

allel amplif amplifi analysi associ detect

s dna fragment gene

genom genotyp isol length method PCI
polymorph primer restrict

sequenc
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329: Bacterial Outer Membrane Pro-
_teins| (77)

analysi antibiot bacteri bacteria coli differ

express gene host infect ].SO] membran

pathogen protein sequenc specif
.

Stra)].n structur studi type

331: DNA Helicases (204)

330: [ Xeroderma Pigmentosum Group

D Protein (21)

adjust aSSOCI break case compar confid

control damag dna factor group

increas interv odd polymorph ratio repair

r].Sk smoke studi

332: Molybdenum| (11)

damag dna duplex effici famili fork gene

helicas mechan mutat number pol polymeras recombin
repair replic single-strand strand studi synthesi

333: Metalloproteins (24)

acid activ anim bind differ earli energi
experiment form format group high

low model respons structur Studi therapi
treatment year

334: |Aldehyde Oxidoreductases| (19)

actlv aiter analysi bind cell
Chang data determin effect

eﬂzym express increas

number process protein region sequenc

structur studi substrat

335: |Carbon Monoxide (21)

acid aCtIV associ cell compar earli

enzym express function gene

high higher human increas level new

number l”ate substrat treatment

336: Microfilament Proteins| (189)

cell control.decreas eﬂ:eCt energi
experi form lncreas inhibit initi

measur model product rate reduc risk
state structur StU.dl time

42

actin activ adhes Cell chang

cytoskeleton express filament gene gtpase

mlgrat model motil polar protein
regul rho role studi suggest
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337: Protozoan Proteins (149)

338: DNA, Protozoan| (97)

compar differ evalu exact falciparum gene genom
hypothesi malaria mutant parasit perform plasmodium

protein rna sequenc signific statist studi t eSt

339: |[Interferon Type I, Recombinant
(14)

analysi assai clone detect differ dna fragment gene
genom infect isol per region sampl sensit S€qUENC

speci strain studi test

340: |Proto-Oncogene Proteins c-kit
(176)

activ cell clinic develop effect

express famili rom

format gene group infect member number
patient role studi therapi

treatment i

341: Protein Kinase Inhibitors (272)

c-kit case cell differenti gastrointestin gene
giant gist hsp90 imatinib includ Kit malign
SAI'COIMA soft stromal sis
coudi tissw U ULTNLOT

342: Piperazines (272)

aCtIV akt cell egfr epiderm

factor growth inhibit inhibitor

leaS pathwai phosphory]l
protein Teceptor Signal t&rget

therapeut therapi treatment tyrosin

343: Pyrimidines| (310)

activ aCUt aml cell chronic imatinib kit

e JeIKEM 1,

lymphoblast malign mds mye101d patient
sarcoma stromal studi therapi treatment
tumor

344: Biological Response Modifiers (24)

activ aCUt aml cell chronic effect

human imatinib kinas 1eu1{emla

mds myeloid patlent respons sarcoma

stromal studi target treatment tumor

43

analysi assess cell clinic combin diseas effect

enhanc evalu function improv measur

p&tlent respons score studi system

merapi et LTCATIMICNT


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protozoan+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Protozoan
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon+Type+I,+Recombinant
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proto-Oncogene+Proteins+c-kit
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein+Kinase+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Piperazines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyrimidines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Biological+Response+Modifiers

345: RNA, Helminth (12)

activ differ elegan express function

genom human life method new pattern protein
report rna sequenc speci specif studi time

347: |Avian Proteins (23)

activ analysi cell chicken cluster control
develop differ express gene identifi

i n d iVi d U. japanes protein rate

role sequenc studi suggest time

349: Quinolones| (43)

346: Microphthalmia-Associated Tran-
_scription Factor| (26)

cell data differ differenti elong express genom
mechan melanocyt IIlelanOl 11Q mirna model

polymeras prolifer protein rn rnase role
specif transcript

348: Proto-Oncogene Proteins p21(ras)
(39)

activ analysi associ CGH control
decreas effect enhanc €Xpress human

lnCreaS inhibit interact level

overexpress pH3 patient suggest transform
treatment

350: Pyridines (142)

activ affect CeH cox-2 dai differ dose

. eﬁeCt increas infect inhibit
lnhlbltor mechan rate reduc

resist studi suggest target treatment

351: Alkyl and Aryl Transferases| (71)

aCtiV Cell chemotherapi

compound effect _function group
increas inhibit lnhlbltor
kinas patient

phosphoryl protein receptor requir
respons studi therapi treatment

352: [Farnesyltranstransferase (45)

activ agent cell chemoprevent COX-2 drug effect

enzym gene inhibit i n h i b it O r

model potenti prevent reduc select studi suggest
target treatment

44

agent chemoprevent Ccox-2 cyclooxygenase-2 drug

effect increas inhibit j. n h i b j.t O r

patient potent potenti prevent prostaglandin reduc
select suggest suppress target treatment
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353: Piperidines (89)

354: Immunosuppressive Agents| (260)

acut allogen allograft autolog condit diseas donor

activ Cell clinic concentr cycl

dai develop dose effect
_group hl}man increas inhibit
INhibitor me patient
receptor StUd1 treatment

trial

355: |Arsenicals| (49)

effect follow graft immunosuppress patient receiv
recipi reject stem surviv therapi

transplant .

356: [STAT6 Transcription Factor (27)
activ cell chang CYLOKIN fami

activ acut cell concentr effect glioblastoma
glioma includ increas indic leukemla malign

model prlmarl protein sampl

secondari studi suggest treatment

function gene group ifn-gamma il-10 il-6
immun increas induc interact macrophag

mice product reSpOHS role

358: [Endostatins (57)

357: Glial Fibrillary Acidic Protein (89)

adult astrocyt brain case cell control differ express
glial glutam hippocamp mice model

neuron patient primari report

studi suggest synapt

~359: |Antigens, CD34 (251)

activ angiogen angiogenesi antiangiogen

s €dOthell factor

gene growth hif-1alpha human hypox
hypoxia hypoxia-induc treatment tumor

vascular vegf vesel vivo

360: [Folic Acid| (118)

acut adult Cell differenti embryon express

group hematopmet high hsc human leukemia lmeag
patient potenti precursor progenitor stem
transplant tumor

45

associ bleed coagul factor fibrinogen

folat folic homocystein leiden mthfr plasma
platelet prothrombin reductas risk studi
thrombin thrombosi venou vitamin
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361: Thymidylate Synthase| (68)

362: [3° Untranslated Regions| (172)

analysi associ chemotherapi combin effect
express group high Increas level nitric
oxid patlent prognost reduc
studi suggest SUl”VlV synthas

synthesi

363: Homocysteine| (103)

associ contain gene genom genotyp haplotyp
human initi INTN A nucleotid polymorph

protein regIOﬂ ribosom rna
SEQUEILC i translat ma

tr

364: Ton Channels (135)

associ bleed coagul faCtor fibrinogen

folat homocystein leiden level mthfr patient
plasma platelet reductas risk studi thrombin
thrombosi venou vitamin

365: |Calcium Channels| (103)

activ atp ca2+ calcium cam cell

Ch annel current function gene

intracellular ion mitochondri model potenti
protein regul releas respons sodium

366: TRPC Cation Channels| (15)

activ atp ca2+ calcium cam

Ch a;nnel current develop famili

function gene intracellular ion member patient
potassium potenti releas sodium subunit

367: Asparaginase| (22)

actlv atp base ca2+ calcium cam cell

Channel current famili featur

function high intracellular ion level low pair
product sodium

368: Prednisone (115)

acut cell children clinic differ EXPI'ESS
femal group leukemia male month

myeloid neW p at j.ent

provid respons sampl studi treatment year

46

adult b-cell case chemotherapi clinic dai dose

group lymphoma month multipl
pat].ent respons studi surviv

therapi time treat treatment year
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369: Glucocorticoids| (173)

administr CAS€ clinic COmbln dal
dose € eCt follow gene group increas

patient .. receptor repor
studi therapi treat treatment week

371: Spermine (14)

370: |Carcinoembryonic Antigen| (96)

analysi biomark clinic detect diagnost group identifi

immun level marker molecular,

patient potenti predict respons select specif studi
tumor vaccin

372: |(CA-19-9 Antigen (23)

activ adapt assai cell detect effect gene high
increas level marker natur protein respons

Select sensit serum specif treatment

valu

373: |Nucleoside-Diphosphate Kinase
(24)

biomark compar detect differ group higher identifi

increas_level marker molecular

patlent plasma potenti predict rate serum
studi time valu

374: Oncogene Proteins, Viral (109)

Cell chang correl develop effect
eXp reSS function gene

group identifi metastasi

thHOtyp posit protein reduc

respons role suggest tumor tumour

375: Antigens, CD44 (84)

associ cancer cell CerV].C cin

cytolog detect th human infect
intraepitheli lesion neoplasia papillomaviru
posit protein signific squamou studi type

376: Naltrexone, (8)

activ aanes CE11 €XPTESS
extracellular increas inhibitor lnvas

matrix metalloproteinas migrat mmp
mmp-2 mmp-9 normal patient plasminogen
role surviv tissu

47

alcohol correl depend effect ethanol follow
high level low normal oral rat

receptor region sequenc signific studi tissu

weat tEQTIMENT
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377: Polyamines| (46)

378: |Ornithine Decarboxylase (21)

activ adapt advantag competit constraint direct

environ evolut evolutionari evolv fit gener increas

maintain natur plastic pressur S(Bl{act

strong trait

379: Methylnitronitrosoguanidine (18)

activ carcinogen cell chemic damag differ dna

effect expos eXp OSU.I gene

genotox human increas mutagen mutant
number repair time toxic

381: Carcinogens (250)

- — <
a}Ct]. Vv adapt associ cell constitut develop

enzymat femal function gene inact increas male mice
number rat regul select studi tpa

380: 19,10-Dimethyl-1,2-benzanthracene
(32)

activ administr anim cell compar control dai decreas
effect group increas induc inject mice model

ra)t treat treatment tUMOr week

382: |Antimanic Agents (14)

activ anim carcinogen chemic control dai effect

expos eXpOSUI' genotox increas induc

inject mice mous mutagen ra)t toxic tumor

week

383: Ferric Compounds| (28)

adhd anxieti associ behavior bipolar case

depress dlSOfd find function

patient person psychiatr report serotonin sleep
studi symptom therapi treatment

384: DNA, Viral (623)

acid &Ct ].V analysi base C?ncentr
differ eﬁect function hlgh

human increas 16\/61 low
model number oxid product

rate I‘eSp OI1S studi

48

cervic detect dna gene genom hbv hcv hepat hiv

hiv-1 host hpv human lnfeCt replic
sequenc vector viral Vlru virus
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385: |Anti-Bacterial Agents (378)

386: [Lithium Carbonate| (7)

aeruginosa antibiot antimicrobi aureu bacteri

bacteria biofilm gene host lnfect

isol parasit pathogen patient recombin resist
salmonella staphylococcu Strain virul

387: Neuroprotective Agents| (85)

a)Ct].V adult assai depress detect

dlSOTd function gener high increas

level o meenen PALIENT

respons risk sensit studi time year

388: |Antipsychotic Agents| (125)

anim brain compar control dai develop diseas
effect gene model neuron

patient rat reduc role studi therapi tissu treat

treatment

389: Anticonvulsants (99)

aﬁect associ control disord effect evid

examin ﬁnq implic influenc involv met possibl relat
report schlzophrenla signific stuci)l suggest
unaffect

390: [Enzymes (98)

associ attempt condit data eeg epilepsi follow
gener idiopath includ involv patient report respons

seizur StreSS stress-induc studi

suggest suicid

391: Androgens| (105)

activ analysi biosynthesi catalyt data

dehydrogenas develop differ enzym

express function gene genet identifi mechan
metabol method popul reaction substrat

392: Hemoglobins (117)

)
activ androgen (/an Cer differ femal

hormon increas level Incap male pc-3 pca progress

prostat psa reproduct role sex studi women

49

abnorm activ anemia D100 caus count defect
.

e Cl erythrocyt erythroid hemoglobin
level lymphocyt normal number patient peripher
respons sever studi
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393: Blood Substitutes (7)

394: Metribolone| (3)

analysi compar Concentr
dai earli effect factor form format gener

group higher increas level measur

method new number rate risk

395: Testosterone Congeners (3)

abil acid analysi blot CancCer demonstr detect
effect event eXpreSS hybrid involv

process properti prostat transcript treat

treatment ... .een

396: Xenopus Proteins| (151)

abil analy81 blot cancer confirm
correl demonstr detect €xpress normal

northern numb er organ

properti prostat protein receptor reveal
t1Ssu western

397: |Ribonucleoproteins, Small Nu-
clear| (41)

et e COTNPLEX crmpen

differ essenti form function gene individu interact
patient requir rna sampl splice structur studi
subunit variant

399: \Gonadotropins| (20)

i AEVELOD sevctpment dua

earli embryo embryon €XPIess gene
interact mous neural oocyt organ pattern
regul requir role vertebr zebrafish

398: Cadherins| (315)

basal cadherin Cell develop differenti
e-cadherin eplt hell epithelia

epithelium €XpPress gene gland 1oss mammari
normal role salivari snail studi tissu

400: |Chemokines, CXC| (111)

assist chang CyCl follicl fsh

hOl"mOD human ivf ovari ovarian
pregnanc reproduct respons steroid
stimul studi testosteron treatment

year

50

aCth alpha chemokin constitut cxcrd
express faCtOI" il-8 induc inflammatori

necrosi nf_ ka)p p a)b nuclear

p65 receptor role suggest tnf tnf-alpha tumor
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401: Receptors, CXCR4| (77)

402: HIV Envelope Protein gp120 (36)

actlv alpha chemokin cxcr4 €Xpress
factor gene human il-8 induc necrosi

nf_ kap p ab nuclear patient

receptor role sequenc tnf tnf-alpha tumor

403: Archaeal Proteins (60)

aids antiretrovir children env gag herp 111V

hiV— 1 hsv-1 human
immunodefici increas lﬂfeCt
replic respons select simplex structur Viral
VIiru

404: Endodeoxyribonucleases (59)

16s analysi bacteri bacteria base cluster
commun divers dna eukaryot gene microbi
organ rdna ribosom ITna sequenc similar

o SETUICTUT

405: |Culture Media, Conditioned| (106)

activ break cell complex damag develop differ

dna gene group identifi number polymeras

process repair replic sequenc site strand studi

406: [alpha-Macroglobulins| (9)

;Cell condit CU_ltU.l" differenti

effect express factor fibroblast growth human
increas inhibit level media medium protein studi
tumor vitro

407: [Estrogen Antagonists (41)

v DTEASt CANCET o

compar control decreas develop effect increas
model normal plai role studi subject tissu
treatment tumor women

o1

activ cell clinic decreas femal gene

hlgh lncreaS level low male
new IlOl"mal phenotyp Select size

Studi target therapi tiSSU.

408: Selective Estrogen Receptor Mod-
_ulators| (29)

activ analysi associ brea;st
Cancer clinic develop effect increas

model ovarian plai resist respons role select studi
treatment trial women
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409: |[Estradiol (224)

breast (/ cell cycl

endometri estrogen follicl hormon increas level

ovari OVaAl'laAll periton pregnanc progesteron
reproduct steroid studi uterin women

411: |Triazoles (94)

410: Nitriles (125)

iy e DICAST
afic

cell control effect express
increas inhibit kinas new pathwai patient
phosphoryl protein signal tamoxifen treatment
women

412: Nucleoproteins| (21)

“breast cancer ...

combin effect express improv mcf-7 model new reduc
studi tamoxifen therapi time treat treatment trial
women

413: Deoxyribonuclease I (64)

activ associ dna) effect form gene
genom infect mechan molecular protein

rate recombin region repeat replic

sequenc St I"U.Ct U.f viral
viru

414: Escherichia coli Proteins| (317)

activ assai bind cell chang dna element
express factor form gene genom identifi

promot region regul replic select

site transcript

415: |Capsid Proteins (170)

1 .
bacillu bacteri bacteria bacteriophag CO 1
dna encod eSCherlChla gene operon phage
plasmid produc protein pseudomona sigma strain
structur subtili tOXin

416: |Oligonucleotide Probes| (98)

adenoviru deliveri effici express ZEI1€ hbv hcv

hepat infeCt iSOl region replic sequenc
straln therapi transfer vector viral

Vl ru virus

92

analysi arrai design detect fish fluoresc gene

BN 0\ Y4 o) ae!

microarrai oligonucleotid perform pI‘Obe signal
S1tU specit techniqu

label method
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417: |Nucleotides| (92)

418: Radon (30)

activ analysi base bind control differ

na,/ gene genom group human model
new nucleotid provid I'€ZlO0I1 replic

Sequeﬂc structur studi

419: | DNA Transposable Elements
(338)

air area CONNCENTI contamin
copper data differ dose estim increas

irradi measur metal method model
popul radiat soil StU.dl
water

420: Twist Transcription Factor (19)

contain copi delet dna element end
gene gener ZENOIN host 1nsert

lntegr locat mobil retrotransposon sequenc
site transpos transposit transposon

421: [Insect Proteins (122)

analysi associ cell coma

develop differ EXPIesSS
famlh interact mechan mice

normal pattern process region
regul sequenc studi tlSSU tumor

422: |Antigens, Differentiation| (130)

adult anophel aphid baculoviru control differ

drOSOphﬂa fli fly host insect

larva larval melanogast mosquito pheromon
protein Speci suggest wing

423: |C-Peptide (13)

activ allel associ Cell cytokin express
frequenc function gene genotyp haplotyp

human immun increas patient pOlymOIp
respons snp studi suscept

424: Amylases| (11)

case ChIllC dai decreas diab et

1agNO0Ss1 diagnost gene glucos group
human increas insulin level patient
resist test time treatment year

93

activ analysi detect determin differ distribut
group high level local mean pancreat

PALIENT pect eone e

sampl time treatment valu
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425: Blood Glucose| (228)

426: |Autoantibodies (192)

adipocyt adiponectin associ d].alb GBt fast

ghICOS group increas lnsulln mellitu metabol

nod obes patient PEroxisom ppargamma resist studi
subject toler

427: Antigens, CD) (657)

aJnt ib O di antigen autoantibodi

case direct diseas elisa epitop igg immunoglobulin mab
monoclon neutral patient reactiv recogn sera serum
specif studi

428: |Cell Extracts| (53)

activ allel antibodi associ Cell differ €XPress

gene genotyp human immun lymphocyt lymphoma
mice patient polymorph respons stem studi t-cell

429: Adjuvants, Immunologic| (155)

activ analysi associ cell complex damag

detect dna.' extract function high

human level normal protein region repair
sequenc studi tissu

430: Strontium Radioisotopes (21)

antigen cell control ctl cytokin dendrit differ
effect lmmun immunotherapi
increas induc patient product protect
l"GSpOIlS studi treatment trial
vacein

431: |Soil Pollutants, Radioactive| (41)

air area CNANE concentr
contamin control copper differ
€XPress human measur metal method

patient soil studi subject tumour valu

water

432: Receptors, LH (12)

air area concentr contamin copper
environment hydrocarbon measur metal pah

pollut radiat rate remov sediment s0il sourc

total valu W&ter

o4

chang develop effect event express famili

ENE nomen NUIN AT

increas level model process product
protein receptor sampl serum studi women
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433: |GTP-Binding Protein alpha Sub-
_units, Gi-Go) (14)

activ adult alpha associ beta bind caus cell
differ function gene group increas mechan
model molecular protein

receptor signal year

435: |Cyclic AMP)| (170)

434: |GTP-Binding Protein alpha Sub-
_[units| (18)

aJCt ].V alpha beta cell develop express

femal function gene human identifi increas
male INUtANt phenotyp rate

receptor signal test wild-typ

436: |Chorionic Gonadotropin| (45)

activ agonist alpha antagonist beta cell effect gene
increas inhibit Kinas ligand mutant pathwai

phosphoryl protein receptor

regul signal stimul

437: [Hydroxyl Radical (27)

assist compar control cycl differ follicl
ZIOUDP nigher hormon human
level ovari ovarian Pregnanc rate

reproduct steroid stimul studi

WOINEI

438: [Viral Proteins| (501)

activ antioxid blﬂd damag

develop dna effect form format

interact mechan method Ode

oxygen reactiv region respons site stress
structur

439: |Deoxyribonucleases (34)

activ apoptosi bind cell develop E]:na

function gene human mechan method molecular

number patient plai protein replic role structur
target

99

construct contain dna effici gene genom hbv hev

hepat host lIlfeCt plasmid protein
recombin replic rna sequenc Viral

V]. ru virus

440: DNA-Directed RNA Polymerases
(107)

activ coli control develop differ dna function

gene gener 1801 melanoma model

polymeras.protein rna sequenc
Stra)].n studi transcript type
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441: |Germanium (4)

442: |Aluminum Oxide (9)

abil case demonstr electron enhanc extract
layer light microscop IIliCI'OSCOpi
mOfphOlOg normal observ potenti
properti requir structur StUdl surfac
tissu

443: |Erbium (1)

blue captur color colour composit cure dark differ

dye effect intens irradi laser 11ght

observ red shed studi time unit

445: Lactic Acid (64)

a)C].d activ amino cell compar

concentr control differ effect enzym
function ZITOUP increas muscl patient

produc product reduc studi surfac

447: [Focal Adhesion Kinase 1 (54)

alter Chang clinic compar concentr differ

irradi light mean measur radiat studi subject
trial valu

dose effect gener improv

444: Focal Adhesion Protein-Tyrosine
Kinases| (55)

actin activ adhes Ce 1 chang control
cytoskeleton effect filament gtpase increas

kinas migrat motil polar protein regul rho
role signal

446: Granulocyte Colony Stimulating
Factor, Recombinant| (13)

blood bone case cell clinic concentr dai dose
factor follow level marrow method month

pa)t ].ent risk subject therapi

treatment year

448: Fibroblast Growth Factor 2 (137)

actin activ adhes associ Cell

cytoskeleton express filament format gene
gtpase increas level mechan mlgrat motil
polar protein regul rho

96

angiogenesi cell condit Cult ur

endotheli express factor fibroblast growth
human hypoxia increas incub induc media medium
vascular vegf vessel vitro


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Germanium
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Focal+Adhesion+Protein-Tyrosine+Kinases
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449: |Angiogenesis Inducing Agents| (31)

450: Hepatocyte Growth Factor (95)

angiogen aNglogenesi cell

eHdOtheh factor famili

grOWth hif-1alpha high hypoxia level low
normal prolifer subject therapi tissu

vascular vegf vese

451: Insulin-Like Growth Factor Bind-
_ing Protein 1/ (11)

analysi anim caus cell children concentr correl effect

factor genom grOWth increas

model number rate resist resSpons sequenc studi
treatment

453: \Growth Hormone| (80)

action @Ct1V block cell decreas €ffect express
factor Erowth ngt increas induc

1 n h ]. b ].t inhibitor inhibitori mechan

mediat prevent suggest SUPDPIESS

452: Receptor, IGF Type 1 (51)

autocrin effect expross LACLOT final grow

orowth

igf-ii igf-ir igfbp-3 insulin-lik receptor role statur stimul

height hormon igf igf-1 igf-i

454: Carboplatin (136)

associ control dai differ effect express IACLOT group

..growth

increas insulin-lik patient rat receptor statur stimul

height hormon igf-i

455: Deoxycytidine (256)

advanc ChemOtherapi combin cycl

dai docetaxel gemcitabin grade median

metastat month patient phase

rate receiv regimen respons surviv toxic
treatment

456: [Spin Labels (19)

advanc ChemOthel‘api combin cycl

dai docetaxel gemcitabin grade median

metastat month patient phase

rate receiv regimen respons surviv toxic
treatment

o7

condit degre determin effect energi famili
function high increas new NuMber oxid

oxygen protein rat sampl select solut stress

structur


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Angiogenesis+Inducing+Agents
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Growth+Hormone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carboplatin
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457: [HSP70 Heat-Shock Proteins| (129)

458: Lactams, Macrocyclic| (29)

?dcondit degre aitfer heat

high hsp hsp70 increas indic investig low observ
physiolog preserv protein ShOCK stress

temperatur therma

459: |Benzoquinones (43)

a)Ct].V Cell combin control dai
degre differ effect increas kit mutant
normal pattern process protein sarcoma

stromal D1SSU treatment tUMOT

460: |Quinones| (34)

activ analysi aSSOCi CGH chang

combin control differ effect famili form
function increas mechan model regul resist
studi tumor valu

461: |alpha-Synuclein (63)

aCt ].V analysi associ compound

control effect enzym express form format
identifi increas interact measur proteln
reduc role screen state suggest

462: [Synucleins| (77)

alpha-synuclein alzheimer associ autoimmun caus

.
common dementia d].S E}a}s disord gene

includ neurodegen onset parkin parkinson pathogenesi
patholog progress studi tau

463: Soil Pollutants (48)

alpha-synuclein alzheimer autoimmun caus common

.
dementia dlSe a)S disord fabri gene includ

neurodegen onset parkin parkinson pathogenesi patholog
progress symbol tau

464: [Soil (66)

air concentr contamin copper
environment hydrocarbon increas measur

metal organ pah pollut popul remov sampl

sediment SO1l sourc total Wa)t er

98

air associ CONCENtLr contamin
copper differ elegan environment level

measur metal model pah pollut rate

sediment SO1l sourc speci Wa)ter
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465: |[Fungicides, Industrial| (26)

466: Bacterial Proteins (858)

aJCt].V as.pergillu compar concentr
control differ efect fungal

fungi fungu increas isol

pathogen produc product

rat speci studi test treatment

467: |Azurin (2)

bacillu bacteri bacteria bind COI]. encod
escherichia ZE€I1€ gener host infect

1801 operon pathogen phage protein

sequenc St raln structur toxin

468: Receptors, Glucocorticoid (61)

bind complex demonstr domain find form
imag indic p53 period point previou protein

report stabil state studi suggest tlme

water

469: [Fibroblast Growth Factor 3 (3)

activ agonist alpha antagonist associ beta combin
effect express function gamma gene genet glucocorticoid

e gsnd mesn: TECEPLOT

respons subunit

470: [Transcription Factor RelA| (57)

7&(3}51\/' addit approach complex
develop .

enhanC increas individu injuri

modul mutant presenc promot reduc regul
studi suggest transcript trial

471: |Synaptotagmins| (12)

bind cell decreas demonstr function high
Increas level membran mutant

NOI'IM Al presenc protein report role

studi suggest tlSSU. tumour vivo

99

a/Ct 1V alpha associ chemokin constitut
cxcrd demonstr €XPress factor i.s induc

necrosi nf_ kap p an nuclear

p65 receptor suggest tnf tnf—alpha tumor

472: |Receptors, Fibroblast Growth
_Factor| (117)

activ cell condit Cult ur express factor

fibroblast function growth human increas incub
media Mmedium mutat passag patient primari role
vitro


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fungicides,+Industrial
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473: |Receptor Protein-Tyrosine Ki-
_mnases| (285)

activ acut cell CUlbUT develop

fibroblast function gene kinas leukemia

medium mut aJt pathwai patient

phosphoryl protein receptor Signal thyroid
tyrosin

475: [Fibroblast Growth Factor 10 (12)

474: Receptor, Fibroblast Growth Fac-
_tor, Type 2 (29)

associ cell correl CUltur

fibroblast function gene growth human
medium mutat normal process region respons
role sequenc target tissu vitro

476: Triazines (27)

cell cultur develop embryo embryon
eXpreSS factor gene

growth hybrid Increas interact model

mutat neural pattern pl"OteHl rat

regul requir

477: Antimalarials (63)

associ cell control dai differ
effect group human

increas individu method model

patlent plant respons
SeleCt StU.d]. time treatment

tumour

478: [Fluorenes| (14)

carri compar comparison differ evalu exact falciparum

fisher hypothesi malaria parasit perform plasmodium

posit resist signific standard statist studi t est

479: |[Ethanolamines (14)

aCtiV cell chang COHCeIltf

detect determin develop dna effect
extract fraction gene 111CT€EAS

modif mO dlﬁ protein respons

sampl studi time

480: Interleukin-10| (182)

adult analysi assal chang correl

deteCt enzym function
ZIrOUpP high increas mechan

metabol method rat
receptor respons SENSIL specif

year

60

cell cpg CytOkin ifn ifn-gamma

il-10 il-4 il-6 immun induc inflammatori
interferon interleukin lps macrophag odn
patient product T€SPOILS stimul
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481: (Cancer Vaccines| (337)

482: |Glycogen| (42)

adjuv antigen antitumor challeng ctl cytotox
.
dendrit elicit epitop ].mmun

immunogen immunolog immunotherapi induc innat
lymphocyt protect I‘eSpOIlS t-cell

vaccin

483: |Genistein| (35)

a)C C u mu 1 amyloid caus cell

control deposit develop differ diseas enzym
form gene lysosom mutat patient precursor
report size storag suggest

484: DNA, Cruciform (15)

associ CAILCECT cell compar develop

differ effect endometri enhanc estrogen

human increas inhibit OVAI1AIl

patient phenotyp rat studi suggest treatment

485: |Dexamethasone| (142)

activ base differ dna) evid famili form

format function gene plasmid polymeras popul protein
rate recombin replic role SETUCLUT support

486: Epidermal Growth Factor| (208)

activ addit cell Combln compar

demonstr dexamethason eﬁect enhanc evalu increas
multipl patient plu respons result simultan singl studi
synergist

487: |Glutathione Transferase| (405)

activ akt cell egf egh" epiderm
express f&CtOf gefitinib

grOWth inhibit inhibitor kinas
pathwai phosphoryl pi3k FeCeptOr

signal surviv tyrosin

488: |Guanosine Triphosphate| (54)

control determin domain enzym function
glutathion gst gstml gstpl increas Hltel"aCt

involv Modif mO dlﬁ null protein

s-transferas signific studi suggest

61

actin aCtIV associ bind Ce

control develop form format gene increas
migrat mutant new phenotyp

protein regul requir Structur studi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cancer+Vaccines
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490: |Antigens, CD95/ (205)

489: RNA, Double-Stranded (105)

antisens express tfunction gene inhibit
interf interfer knockdown oligonucleotid

region rna) rnai sequenc short silenc

sirna small specif suppress target

491: Galectin 1/ (15)

activ apOptOSI apoptosis-induc apoptot
s CCI death v o

group INAUC induct ligand Necrosi pathwai program

sensit surviv trail

492: Viral Nonstructural Proteins (83)

analysi Cell control differ differenti
express famili function gene ZIOUP

human identifi line peptld plai popul

process protein role tumour

493: |5’ Untranslated Regions| (177)

antivir capsid genom hbv hcv hepat host ll’lfeCt

infecti influenza packag particl protein rephC rna
.

cequene Viral viion V1T virus

494: |Autoantigens (120)

code conserv contain gene identifi initi locat motif
mrna nucleotid promot protein
.

TEZION. oo oo
SequenC site transcript translat

trna

495: Ubiquitin-Protein Ligases (269)

analysi aﬂt j.b O dj. antigen

CGH data differ function gene group
human monoclon number patient protein

repeat respons role specif StU_dl suggest

496: |Zinc (99)

.aedlegrad diseas

finger function genet ligas mutat pathwai prion

proteasom proteln prp regul role

stabil suggest target ubiquitin zinc

62

activ cell chang concentr degrad
develop differ group increas level measur

model proteasom proteln rat

regul soil studi ubiquitin water


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Double-Stranded
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497: Hepatitis B Surface Antigens (56)

498: Hepatitis B Core Antigens| (22)

associ capsid effect hbv hcv hepat host human

1nfect infecti normal number patient repliC
.

respons tissu treatment ViI‘al Vlru

virus

499: |Antigens, CD20| (60)

activ assess associ differ gene 81 () [I[)

hbv hev identifi 1nfeCt measur mutat open

patient rate replic score viral V1I'U

virus

500: Azathioprine (20)

b-cell case chronic cll ditfus follicular hodgkin
immunoglobulin larg leukemia lymphocyt lymphoid

lymphoma ...

non-hodgkin patient rituximab t-cell treatment

501: Methotrexate (124)

associ chronic clinic detect develop diseas
effect gene gener ZrOUP inflammatori intestin

metabol pat].ent risk sampl studi

system target treatment

502: |Quinazolines| (218)

arthriti associ cell chemotherapi dai diseas

median methods month pain patlent

rate receiv resist respons surviv toxic treat
treatment year

503: Von Hippel-Lindau Tumor Sup-
_pressor Protein (49)

angiogen angiogenesi cell develop

eHdOt heh factor famili

function gI‘OWth hif-lalpha hypox hypoxia
increas mutat patient studi tumor

VaSCUIar Vegf vessel

63

activ akt cen egf egfr epiderm

factor @rOWth iuni ibibitor

kinas pathwai patient pisk T€CEPLOT
signal surviv therapi treatment tyrosin

504: |Adenosine Triphosphate| (266)

aCt IV atp bind ca2+ calcium cell
Channel complex current differ

dna) effect enzym function

ion mitochondri protein role structur
substrat


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hepatitis+B+Surface+Antigens
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505: [Receptors, Cytoplasmic and Nu- 506: [Proteome (217)

7C1€ar (225) anaIYSI analyz capillari data differ
activ agonist alpha antagonist beta cell cytoplasm 3
express gene ligand local mediat nuclear nucleu eleCtrOph0r681 €Xpress gel gene

t genom identif identifi
porein LECEPLOT it vespons v
studi maSS profil protein proteom separ

sequenc spectrometri spot

507: [Tissue Inhibitor of Metallopro- 508: |Adenosine Deaminase (38)

teinases (27) activ adduct analog analogu

activ cell develop express extracellular

human increas inhibitor ].nva)s COmpOU.Hd deriv develop diﬁer

matrix metalloproteinas migrat mmp
mmp-2 mmp-9 plai plasminogen role sampl

tissu effect gene increas level malign mutat

patient pattern region sequenc studi

tumour

509: Anti-Infective Agents (66) 510: Invertebrate Hormones (2)
activ antibiot bacteri bacteria caus clinic analysi compound core encod flow frame
compound develop gene hOS.t 1mn eCt isol identifi indic initi open origin produc

parasit pathogen pa)t ].ent resist pro duct read receptor

strain studi treatment virul recombin report second state studi

511: Lipopolysaccharides| (208) 512: Molecular Chaperones (187)
] cell chaperon character cross-link dimer diseas
activ cell CytOkln gene group express fold form function gene indic
ifn ifn-gamma il-10 il-6 immun induc t 1
inflammatori interferon interleukin isol molecular nativ pro eln solubl

macrophag mice product reSpoOnNs strain

St abil stabl structur suggest

64
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proteome
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513: Isoleucine| (43)

514: Leucine (91)

acid allel associ bind codon control differ
famili frequenc gene gENOLYP mutant

mutat polymorph posit

protein site structur studi substitut

515: Mitogen-Activated Protein Kinase
1 (157)

aCtIV c-jun cell erk express induc inhibit

s i KIT1AS mank

mitogen-activ p38 pathwai

phosphoryl ke protein regu

respons signal

517: Viral Regulatory Proteins (4)

acid activ associ chang code codon domain

famili function gene identifi mut at

nucleotid patient posit protein sequenc studi
substitut suggest

516: |Gene Products, gag| (61)

aids antiretrovir control env express gag herp

hiv hlV—l hsv hsv-1 human
immunodefici lﬂfeCt interact

replic revers simplex viral V].ru

518: Immunoglobulins (123)

acid amino assess blnd domain dynam
evalu flow ZeNOIM measur mo del neg

plai posit prOt eln respons

role score site structur

519: |Receptor, Macrophage Colony-
Stimulating Factor| (15)

activ bone Cell chang control differ
differenti eXpreSS factor growth identifi

increas macrophag marrow model normal role
sampl screen tissu

65

analysi antibodi antigen Cell chang

class control differ effect express
gene high human increas mice

number patient protein specif studi

520: Mitogen-Activated Protein Kinase
3 (167)

aCth c-jun cell erk erkl induc inhibit
inhibitor jnk klnas mapk

mitogen-activ p38 pathwai

pPhosphoryl e protein regu

signal stimul
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521: MAP Kinase Kinase 2| (15)
actlv analysi cell differ earli

eﬁect induc inhibit kinaS
mapk pathwai.pattern phOSphOI'yl

pl”Ot ClI1 reduc respons role

sequenc signal stage

523: Fibrinogen (58)

522: [Fatty Acid Synthetase Complex
(22)

g
a)C].d activ AININO cell control express fatti

genom human mechan molecular neg nucleic posit
retino retinoid role studi substitut tissu

524: |C-Reactive Protein (93)

activ analysi associ bleed fa;ctor

famili folat function gene high level mthfr
patient platelet protein risk specif studi
thrombosi venou

525 Cell Adhesion Molecules| (219)

adhes analysi antibodi associ C II

collagen epitheli express extracellular gene
identifi Integrin interact matrix migrat molecul
patient role studi surfac

527: Cell Adhesion Molecules, Neu-
_ronal (24)

analysi cell control develop

differ dna epigenet express geﬂe
genet group mechan met hy1

model neuron promot reveal role studi
suggest

66

albumin circul compar concentr correl crp determin elev

higher increas 1(3 V (Bl lower marker measur

patient plasma risk SETUI signific total

526: Extracellular Matrix Proteins
(167)

activ adheS analysi associ Cell
collagen eXpl”eSS extracellular gene

genet integrin matrix methyl molecul

mutat patient protein studi surfac

tissu

528: (COUP Transcription Factors (4)
cell conserv deVelOp earli genom

human identifi interact late

mammalian phase progress protein region screen
sequenc stage structur target test
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529: Receptors, Steroid (73)

530: COUP Transcription Factor I (2)

activ agonist alpha antagonist beta bind control differ

express famili gene human level ligand mediat metabol

TeCePtor i

531: |COUP Transcription Factor I} (3)

acid adapt amino cell conserv develop

differenti earli eXpreSS induc

induct late mammalian phase prolifer receptor

reSpOHS SeleCt signal stage

532: Lactates (15)

analysi ASSOCI1 blot conserv

develop express

famili identifi initi interact loss mammalian
marker member origin proteln region
sequenc signal western

533: Deoxyribonuclease BamHI| (7)

analys analySi asSsoCi base

bind blot correl detect dna express gener

ot PRENOTYD o

protein reveal site test tissu western

535: (Cesium Radioisotopes| (41)

assoCl concentr dlﬁer effect enzym

extract high lmag level mean
measur pa;tlent product

protein regul respect studi subject

Vahl volum

534: |[Epstein-Barr Virus Nuclear Anti-
_gens (31)

associ character characterist consist contribut correl
displai distinct ebv epstein-barr exhibit identifi includ

henotyp

similar suggest

indic lack latent observ

536: Thioguanine| (10)

activ air area CONNCENTI contamin

copper differ dose environment irradi

measur metal model pollut radiat size

soil sourc studi Water

67

actlv base cell compar content

ContrOl determin differ effect
flow function group mice mutat

observ pair protein respons signific
treatment
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537: Air Pollutants (87)

air chemic concentr contamin copper
environment exposur hydrocarbon measur
metal organ pah pollut remov sediment soil

sourc studi total Water

539: Benzo(a)pyrene (57)

538: Hypoxanthine Phosphoribosyl-

_transferase (43)

activ analysi cell chang control defici effect

€enzym expos eXpOSHT gene genom
increas model mutant mut at

sequenc studi test toxic

540: |Gene Products, rev| (16)

activ air cell CONCENTI contamin
copper effect environment exposur
express human measur metabol metal

pollut respons 801l sourc studi

water

541: |Complement Inactivator Proteins
(16)

bind complement defin demonstr determin develop
differ gener highli human known major natur proteln
.

o SPECHL

543: Heat-Shock Proteins| (201)

aCtlV cell chang genom high
hiv N1Vv-1 immunodefici
increas INfect local
nuclear respons select
sequenc SETUCHUT target
tissu viral VII'UL

542: alpha-Crystallins (3)

[;lnd cancer complex concentr condit

degre domain gener hlgh infect
length level long 1OW protein repeat

requir short StFUCtU_I' test

544: Porphyrins| (29)

wecondit degre s .

heat high hsp hsp70 increas indic low observ
physiolog preserv protein shock stress

temperatur tnerma

68

chang compar control decreas differ effect

gene increas light mutat observ patlent
phenotyp region retin sequenc studi treat

treatment .o


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Air+Pollutants
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gene+Products,+rev
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545: Photosensitizing Agents| (49)

546: [Transcription Factor CHOP)| (28)

blue captur cell color composit cure differ dye

effect intens irradi laser ].].ght observ

red retin shed studi time treatment

547: HMGB Proteins (20)

CGH differenti evolut eXpress gene
genom ZIOUP human increas interact level
mutat plai posit progenitor protein requir role
stem transcript

549: |(GABA Plasma Membrane Trans-
_port Proteins (3)

actlv apoptosl
Cell combin control decreas effect

€XPress gene group lﬂCfeaS

induc level patient promot protein
requir respons role time

548: Membrane Transport Proteins
(306)

analys aHaIYSI base cleavag clone contain
indic initi mutant origin pair plal residu

reveal rOIG second Slte specif state

suggest

551: Sodium, Dietary (8)

activ allel a8sOcCi bipolar depress
AISOTd tumii gene senctss
membran mutat patient person

polymorph protein psychiatr feSlSt
studi symptom transport

550: Thymidine Kinase (87)

cell chang effect enzym express

group hiv hiv-1 human immunodefici increas
infect model studi therapi transfer vector
viral viru

552: Todine (21)

v conecentr ...

decreas determin effect higher increas 1ower
measur microg microm min plasma respect
signific studi subject time

69

adenoma adren AL'€& cell children

compar de\/'elOp differ express health
higher hormon number pituitari rate risk

studi subject therid valu
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553: HLA-B27 Antigen| (16)

554: Succinylcholine (4)

allel antigen chines Cla;SS compar

Cont rOI data develop differ

frequenc gene gI‘OU.p major mhc molecul
patient respons signific studi subtyp

555: (Cholinesterases| (9)

aCt 1V compar concentr dai differ

dose effect evolut expos €XpOSUr inhibit mean
pattern respect respons studi subject time
toxic valu

557: Butyrylcholinesterase (16)

analysi blood case chain diseas exposur factor

atient

period point region regul riSk sequenc skelet

t j. m e variabl

follow genet muscl p

556: Neuromuscular Depolarizing
_Agents| (4)

blood chain clinic dai diagnosi exposur factor

muscl patlent per period point

polymeras reaction revers risk skelet splice
time variant

558: Diuretics (19)

associ carcinogen chemic control effect enzym

expos EXPDOSUT fquene

function genotox human interact mutagen

mutat new patieﬂt rate studi

toxic

559: Furosemide] (4)

activ associ compar concentr control dai
effect enhanc gene genet group higher increas

level number pat].ent rate
reSpOHS Studi valu

560: Chitosan (26)

caus center conclusions dai decreas design

dose hospit ].ncreas level main

medic month normal objective patient
record studi tissu year
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aCtIV cation conjug deliveri dna
efﬁCI formul group liposom nanoparticl
partlcl polym prepar properti releas

respons solut subject Surfac

treatment
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561: Minerals| (20)

562: Antigens, CD46 (10)

aCtIV analysi avail chain
correl data databas
develop differ effect evid
health mice mOdel per
protein provid rate
reaction studi

563: Antigens, CD59 (9)

chang complement control demonstr determin
differ function gene genom human identifi
major mechan mice number patient regul

repons SPECIT e

564: Complement Factor H (21)

assess Cell combin complement demonstr determin
flow highli human increas major mechan mutant
natur protein radiat regul respons

specif ..

565: Antigens, CD55 (20)

associ bind complement control demonstr
determin develop factor gene genom highli human
major polymorph protein pI‘OVid risk sequenc

specit ..

566: |[Receptors, Complement| (12)

analysi complement defin demonstr determin develop
effect €xpress function highli human major method

natur normal protein sampl Sp ele tissu

util

567: Complement System Proteins| (37)

cell complement defin demonstr determin express
famili femal function gene gener highli identifi increas

:
oo SPECIT

71

bind compar complement control demonstr
determin differ function human identifi interact

mechan molecular patient phenotyp protein rate

regul respons Sp eCif

568: |Complement C1 Inactivator Pro-
teins (7)

clinic combin defect defici diagnosi
diagnost effect funCtiOIl interact

patient popul prOtelﬂ regul
risk sever specif SEUAL therapi treat

treatment
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569: Serpins (76)

570: Receptors, Interleukin-1| (41)

analysi carcinoma cell control
CEXPIESS famii gene iaentis
increas inhibitor member normal patient
protein role site structur studi tissu
tumor

571: Interleukin-1| (184)

allel associ CytOkln gene
genet genotyp ifn ifn-gamma il-10 il-6
immun induc inflammatori interferon
interleukin macrophag patient
polymorph product respons

573: Receptors, Antigen, B-Cell (72)

allel cell control CytOkIH develop

express function gene genotyp
ifn-gamma il-10 il-6 immun induc macrophag

p &t 1e Ilt polymorph
reSp OI1S tissu treatment

572: Immunoglobulin Variable Region
(116)

a;nt j. b O di antigen b-cell cell

control develop evolut gene human
immunoglobulin lymphocyt 1ymph0ma mab
monoclon neutral patient recombin region
sequenc specif

574: Immunoglobulin J-Chains| (3)

activ associ b-cell Cell develop differ

express high kinas lymphocyt

1ymph0ma, mechan mice phosphoryl

protein role sequenc signal studi tyrosin

575: B-Cell-Specific Activator Protein
(20)

adult base clone combin effect

funCthH gene ZENET involv isol
meChaH molecular

presenc region report S€qUENC studi
underli understand year

576: |Serotonin Plasma Membrane
Transport Proteins| (78)

activ analysi Cel]. data develop differ
differenti earli express level lymphoma

mice mous prolifer role stage studi time
transcript tumour

72

adhd anxieti associ behavior bipolar depress

.
dlSOrd find gene hyperact ill major

mental person psychiatr serotonin sleep studi
symptom transport
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577: Antigens, CD3 (86)

578: Receptors, Antigen, T-Cell (163)

activ blood cd4 cd4+ cd8 cd8+ Cell control

cytotox effector express il-2 immun lymphocyt natur
patient respons studi t-cell ter

579: [ZAP-70 Protein-Tyrosine Kinase
(24)

approach associ b-cell Cell chang data
express function gene ZrOUP human

lymphocyt 1ymphoma}
method model patlent predict sampl

select signal

581: Microtubule-Associated Proteins
(305)

activ antigen cd4 cd4+ cd8 cd8+ Céill class

express human il-2 immun lymphocyt molecul natur
popul receptor respons t-cell ter

580: |Polycyclic Hydrocarbons, Aro-

_matic| (41)

activ air chemic cONcentr contamin
copper environment exposur hydrocarbon

level measur metal pah pollut remov

sediment SO1] sourc total Water

582: |Carbocyanines| (23)

cell contribut CX AIT11I] extent

find indic investig involv later lesser mark
mitot Obsel"V possibl protein sclerosi
signific studi suggest survivin

583: lgamma-Aminobutyric Acid (45)

approach cell control detect differ
fish fluoresc gene group high

hybrld increas

methOd number plai
probe role situ studi

techniqu

584: 6-Mercaptopurine (18)

acid activ amino analysi brain detect develop
effect express function human mutant mutat

neuron receptor region sequenc

studi suggest synapt

73

aSSOCI children compar control dai effect
factor function group month

patient rate ratio risk signific

studi surviv treat treatment year
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585: Methyltransferases (64)

a;Cth associ differ dna enzym epigenet

express function gene human inactiv
increas isol mechan metabol

met hyl patient promot strain

studi

587: /Aminopeptidases| (14)

586: [Histocompatibility Antigens Class

[ (125)

allel antigen cell ClaSS complex drb1

histocompat hla hla-drb1 human immun kir leukocyt
major mhc molecul natur present specif type

588: |[Epitopes| (207)

aJCt].V associ compar control enzym

famili gene increas inhibit level mechan model

number organ peptid phenotyp respons select
tumour vivo

~ 589: Ubiquitin (295)

aJnt].b O d]. aptigen class
complex ctl differ epitop lmmun

immunotherapi induc mab monoclon neutral
peptid protect protein I€SPONS specif structur
vaccCln

590: Sodium Bicarbonate (4)

cellular degra)d finger function indic

ligas mechan pathwai prion process proteasom

proteln prp regul stabil substrat

suggest target ublqultll’l zinc

591: |Sodium (77)

anim chang concentr dlﬁeI’ experiment

human iereas levet 1110 del

number patient pattern period point

resp Ons studi subject tlme

valu variant

592: Ribosomal Proteins| (117)

activ atp ca2+ calcium Ch anne].
CONCENTT current decrens

effect function 1NCI'€as ion level microg
microm min patient protein sodium structur

74

cell contain differ express gene genom
initi IN1T'T1a prOtein region resist

ribosom rna sequenc site structur studi

suggest tran81at trna
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593: |Antigens (120) 594:  |Antigens, Differentiation, B-

] _ Lymphocyte| (40)
activ analysi antibodi antigen CGH - 11
differ express function gene group immun activ analysi antibodi antigen Ce

lymphocyt patient protein respons specif
P gy ClASS detect cffect EXPIESS flow

structur studi t-cell vaccin
group humaﬂ identifi increas

level mice molecul studi target treatment

595: HLA-D Antigens (20) 596: Dimethyl Sulfoxide (32)

allel analysi antigen associ cell ClaSS activ Cell compar content determin

codon complex develop express histocompat hla develop differenti express ﬁOW gene higher
human major mhc model molecul present human level model observ prolifer rate studi
target tissu

produc product

598: Uranium| (24)

air approach AI'€a assess associ

597: Radioactive Waste| (14)

activ air AI'CA base concentr
contamin control copper correl differ
environment metal organ pollut Soil sourc

StU.di time Water year

concentr contamin copper
environment human increas measur

metal NUMDbeEr popul score soil
studi time water

599: Antigens, Surface (100) 600: |Cytotoxins (17)
activ analysi associ cancer Cell differ ACH1V assai associ blood Cell
€XPIESS function gene human increas control detect express gene group high
normal number patient protein role specif human increas interact level low product
studi tissu tumor . .
studi subject treatment

()
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601: Receptors, Immunologic| (214)

602: Interferon Type I (26)

allel antigen associ cell ClaJSS complex

control cytokin express gene histocompat hla
human immun major mhc molecul present

receptor respons

603: Toll-Like Receptors| (154)

cell CytOkin enhanc group human ifn

ifn-gamma il-10 il-6 immun increas induc
macrophag mechan molecular product provid

requir reSp OHS role

604: Inflammation Mediators| (70)

activ cpg CytOkin genet ifn

ifn-gamma il-10 il-4 il-6 immun induc
inflammatori interferon interleukin lps

macrophag odn product l“eSpOHS

stimul

605: [Plasminogen Activator Inhibitor 1
(69)

activ cathepsin cell express extracellular

increas inhibitor lnvaJS matI'lX

metalloproteinas migrat mmp mmp-2 mmp-9
pai-1 plasminogen role tissu upa upar

607: Integrases (125)

carri cassett COnstruct contain cre effici element,
gene gener homolog insert mice mous plasmid

recombin ...

transform transgen vector

76

associ cell combin CytOkin differ

diseas effect enhanc function
increas induc measur patlen

product I‘GSp OI1S role score

stimul studi tissu

606: |beta-Galactosidase (216)

activ adenovir adenoviru cell deliveri effici
express inject mice promot

recombin target therapi transduc transduct

transfer transgen VeCtOr vivo

608: GTP-Binding Protein alpha Sub-
units, Gs| (23)

aCth analysi associ cell develop
express gene identifi individu interact

mutat patient

protein rate receptor respons reveal
role studi time
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609: Ethanol (135) 610: Rh-Hr Blood-Group System (42)
abus activ aICOhOI consumpt depend analysi analyz blood china Chlnes
aetemin A 11TET heterogen

drink drug effect ethanol examin indic opioid
includ investig observ peripher popul predomin

Orall prefer saliva signific Studi substanc ¢
respect sampl signific StU.dl

suggest withdraw
S u btyp weak

611: CD40 Ligand (49) 612: |Angiopoietin-1| (27)
angiogenesi cell effect

1V cd4 cds Cell control differ express °
i e mcren endothell o factor

famili function group high immun increas
lymphocyt patient receptor respons t-cell ter
treatment function gI‘OWth hif-1alpha high hypoxia
level pat].ent plai requir role studi

vascular vegf vese

613: ras Proteins| (167) 614: Receptor, TIE-2 (40)
activ angiogen aNElOgeNesi cell

t' c-myc Cell control express .
AtV L eﬂdOtheh express 1actor

gI’OWth hif-lalpha hypox hypoxia
hypoxia-induc mice normal tissu treatment

wmor Vascular vegf vess

famili human induc inhibit kinas oncogen

Ovel“eXpl“eSS pathwai phosphoryl

protein regul role signal target

transform
615: Stem Cell Factor| (52) 616: Macrophage Colony-Stimulating
11 Factor| (22)
activ analysi Ce combin develop differ - 11
differenti effect embryon express group hematopoiet bone Ce demonstr differenti express
factor function granulocyt group level macrophag

MAarrow matur mice monocyt mucl neutrophil

lineag model patient progenitor prolifer protein
protein stromal studi

stem studi

(s


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ethanol
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Rh-Hr+Blood-Group+System
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=CD40+Ligand
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Angiopoietin-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=ras+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+TIE-2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Stem+Cell+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Macrophage+Colony-Stimulating+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Macrophage+Colony-Stimulating+Factor

617: fms-Like Tyrosine Kinase 3 (62)

618: |Chemokines| (79)

aCut aml blast cenl chronic cml develop

gene gener imatinib leukaemia leukem

leukemia e m

myelodysplast myeloid patient rate syndrom

619: Colony-Stimulating Factors| (10)

actlv cell chemokin express
factor famili function gene human il-8

induc necrosi Hf— k&pp ab
nuclear receptor T€SPOILS role tnf
tnf-alpha tumor

620: Interferons| (78)

analysi care cell chemotherapi control data

e oo s LUTICH10OTY

group growth health interact patient studi
surviv therapi treatment year

621: Interleukins (66)

activ analysi cell CytOklﬂ data estim
function ifn-gamma il-10 il-6 immun

induc infect macrophag patient
resp ODS studi treatment viral

viru

622: Semaphorins| (19)

activ Cell combin cytokin effect

express famili gene human il-6 immun increas
induc level patient popul product respons
role studi

623: HIV Protease Inhibitors (47)

aids antiretrovir associ differ function gag

herp hlV h].V_ 1 hsv-1 human
immunodefici lﬂfect patient
replic reS].St simplex structur viral

VIiru

8

aCth cell data delet develop dna effect

functj.on gene interact loss

methyl migrat mutant patient plai promot
regul role suggest

624: |3-Isopropylmalate Dehydrogenase

(5)

activ assai clone control detect diverg duplic
enzym evolut evolutionari gene isol

method origin I‘eglon sensit

Sequenc speci strain substrat


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=fms-Like+Tyrosine+Kinase+3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Chemokines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Colony-Stimulating+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferons
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interleukins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Semaphorins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=HIV+Protease+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=3-Isopropylmalate+Dehydrogenase

625: |Alcohol Oxidoreductases (48)

626: |Acetates| (28)

acid aCtlV amino associ cell
enjif gene gener human
identifi increas mutat number patient process
protein sequenc specif studi substrat

627: NADP| (33)

analysi base cell dai decreas effect extract
gene 1ncreas level method

p&tlent phenotyp popul process

produc product studi test trial

628: Isocitrate Dehydrogenase (9)

acia ACH1V biosynthesi catalyt catalyz cell

dehydrogenas enzym

increas level mechan metabol product rat reaction

enzymat high

reductas respons substrat

629: Isocitrate Lyase (2)

analys analysi approach character defect
enzym €Xpress ZCINEI genom indic

mutant we: PRENOLYP

region reveal sequenc strategi suggest target
wild-typ

631: P-Glycoprotein| (138)

abc acquir berp confer dox drug drug-resist efflux
major mdr mdrl multidrug overcom p-glycoprotein p-gp

:
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activ biosynthesi catalyt catalyz cell combin

dehydrogenas differenti earli enzym

function gene identifi level metabol mutant

protein reaction sequenc substrat

630: Multidrug Resistance-Associated
_Proteins (64)

abc acquir anim confer Arug experiment human mdr

mdrl model multidrug mutat p-glycoprotein p-gp

.
r(BS:lSt revers sensit studi suscept transport

632: Vault Ribonucleoprotein Particles
(13)

acquir associ bind confer drug famili function human
level mdrl multidrug number plai protein

:


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Alcohol+Oxidoreductases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acetates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NADP
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Isocitrate+Dehydrogenase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Isocitrate+Lyase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Multidrug+Resistance-Associated+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Multidrug+Resistance-Associated+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=P-Glycoprotein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vault+Ribonucleoprotein+Particles

633: Phospholipase C| (54)

aJCt].V associ cell channel develop

famili gene human increas kinas mutant mutat
pathwai phosphoryl protein receptor regul role
Signal tyrosin

635: Phospholipase C gamma, (29)

a;CtiV analysi associ bi.nd CGH

famili group human inhibit klnas
model mutant pathwai phosphoryl

protein receptor requir role Slgﬂa
tyrosin

637: STAT1 Transcription Factor (72)

634: Protein-Tyrosine-Phosphatase
(148)

aCt ].V associ cell develop express
gene group klna)s mice pathwai

phosphatas phOSphOI’yl protein receptor

regul respons Slgnal stat3 studi

tyrosin

636: Suppressor of Cytokine Signaling

_Proteins (44)

aJCt].V cell differ gene group growth
increas k].na)s mice pathwai

phosphatas phOSphOI‘yl protein receptor

regul role Slgn al src stat3

tyrosin

638: Receptors, Cytokine| (47)

aJCtiV cell CytOklﬂ function

gene il-6 immun induc interact leaS
pathwai phosphoryl protein receptor regul

respons role SIENAL targer

tyrosin

639: Retinoblastoma Protein (176)

activ associ Cell combin control differ

differenti effect express gene level mechan new
normal patient stem studi tissu vitro vivo

640: Pyridinium Compounds| (14)

activ arrest CGH CyC1 cyclin

cyclin-depend develop express human inhibitor kinas
p21 p27 phase progress prolifer protein regul

retinoblastoma role

80

caus Cell differ function
measur method Model presenc
process product protein rat rate regul

resp OHS score studi suggest

target treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phospholipase+C
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protein-Tyrosine-Phosphatase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phospholipase+C+gamma
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Suppressor+of+Cytokine+Signaling+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Suppressor+of+Cytokine+Signaling+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=STAT1+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Cytokine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Retinoblastoma+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyridinium+Compounds

641: Quaternary Ammonium Com-

_pounds (35)

aCt 1V Cell deliveri differenti
effect effici gene high interact level low

model new particl point protein select

studi surfac tlme

643: Polysaccharides (86)

642: Virulence Factors (58)

activ aeruginosa antibiot antimicrobi aureu
bacteri bacteria biofilm genom host

lnfe Ct mechan molecular mutant

parasit pathogen role salmonella strain virul

644: Fungal Proteins| (345)

activ analysi cell cleavag form genom human
indic organ pathogen posit produc product

proteas protein rat residu serin Slte

studi

645: RNA, Antisense (82)

antisens cell develop express gene inhibit
interf interfer knockdown oligonucleotid

rna rnai sequenc short silenc sirna
small specif suppress target

647: RNA, Catalytic (79)

aspergillu bud candida cerevisia function
fungal fungi fungu growth involv isol

pathogen produc product protein requir

saccharomyc speci strain yeast

646: Receptor,  Platelet-Derived
Growth Factor betal (35)

c-kit case cell develop factor gastrointestin
giant gist gro V\/ th human includ

kit malign model normal SArCOIMa soft

stromal tissu tumOI’

648: |Collagen (238)

activ cell elong express gene Group melanocyt

melanoma mima polymeras ribozym

rna) rnase sequenc small structur target

transcript variant vitro

81

activ adhes bone Cell collagen differ

effect express extracellular gene human increas
integrin invas matrix migrat molecul role
surfac tissu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Quaternary+Ammonium+Compounds
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Quaternary+Ammonium+Compounds
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Virulence+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Polysaccharides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fungal+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Antisense
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+Platelet-Derived+Growth+Factor+beta
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+Platelet-Derived+Growth+Factor+beta
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Catalytic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Collagen

649: Rhodopsin| (44)

650: |Gene Products, env) (49)

analysi base cone degener famili gene level

macular method model optic photoreceptor

pigment retln retina select speci

structur vision Visual

651: Flupenthixol (1)

aids antiretrovir env express gag herp lllV
hiV_ 1 hsv-1 human
immunodefici lﬂfeCt patient
protein replic role sampl simplex viral
viru

652: Receptors, Nicotinic (43)

cancer cohort data drug function identifi incid

mter ACT o sen morta

phenotyp poput preval protein rate resist
suggest women year

653: (Chloride Channels| (37)

ala analysi arg chang COEIe
CO dOD gene nicotin NUCleotid

pOSit pro receptor result sequenc singl stop

SubStitut suggest synonym usag

654: DNA, Antisense| (47)

associ atp ca2+ calcium

Ch aﬂ Hel current develop famili

ZCIE genet intracellular ion method mutat
new patient process provid sodium studi

655: Cytoskeletal Proteins (520)

SS function gene genom human

activ Cell combin decreas effect
expre

INCreas inhibit level mechan mice product
protein rna target vivo

656: Anti-HIV Agents (170)

actin activ beta-catenin cell compon downstream
epitheli express gene involv mediat migrat mutat

pathwal s regut v
Slgn al transduct wnt

82

aids antiretrovir env envelop gag herp hlV

hlV 1 hsv hsv-1 human
immunodefici lnfeCt opn replic
revers simplex viral Vlru virus


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Rhodopsin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gene+Products,+env
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Flupenthixol
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Nicotinic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Chloride+Channels
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Antisense
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytoskeletal+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Anti-HIV+Agents

657: Oxazines (26)

actlv cell chang dai differ effect gene

group hiv-1 increas infect light
method patleﬂt resist rice studi

test viru wheat

659: Viral Core Proteins| (32)

658: Reverse Transcriptase Inhibitors
(105)

aids antiretrovir env gag herp hiv hlV—l

hsv-1 human immunodefici lnfeCt

method patient replic resist simplex therapi

viral VII'U vires

660: Triglycerides| (142)

activ analysi cell chang core encod hbv hev hepat

host human lnfeCt open protein replic

respons sampl viral Vlru virus

661: Cyanoacrylates| (4)

apoe apolipoprotein associ atherosclerosi

chd ChOlQSthO] L.:liseas. effect hdl
increas 1dl level 11p1d

lipoprotein metabol plasma statin studi
total triglycerid

662: Toluene (18)

aJCt].V adapt care compar drug famili
gene higher inform level life member

method mice particip person qualiti rate

resist select

663: Benzothiazoles (13)

acid activ analysi cell control develop
diseas effect famili hybrid induc inhibit

mechan normal radiat respons

role target tissu

83

aCt 1V analysi approach area

ASSOCI cell chang control differ effect

exposur high level method p53
recombin specif studi target treatment

664: Ribosomal Protein S6 Kinases, 70-

[kDal (29)

aJCt].V associ cell effect function

human increas inhibit leaS pathwai
phosphatas phOSphOI‘yl protein receptor regul
role Slgnal stat3 test tyrosin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oxazines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Reverse+Transcriptase+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Viral+Core+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Triglycerides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyanoacrylates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Toluene
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Benzothiazoles
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribosomal+Protein+S6+Kinases,+70-kDa
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribosomal+Protein+S6+Kinases,+70-kDa

665: Transcription Factor AP-1|(135)

666: Nitric Oxide| (235)

a)Ct].V cell erk express function induc

inhibit inhibitor klna)s mapk p38
pathwai phOSphOTYI promot protein

regul respons role signal transcript

667: Tissue Plasminogen Activator (35)

decreas demonstr effect enos incorpor
increas induc investig level nitric oil oxid

product reduc role studi suggest Syﬂthas

synthesi

668: |Cilazapril| (1)

- .
aCtl V' cell compar control effect express

follow function group high interact invas level matrix
patient repeat studi time tissu treatment

669: HMGA2 Protein| (9)

bind Cell chromosom clinic express
famlll gene genom Zroup
human loop marker member plai rate

report r01€ studi suggest

tumor

671: DNA Topoisomerases, Type II,
_ Eukaryotic (46)

cardiac Cell effect expos exposur express follow

function ...

improv line physiolog structur therapi transfect treat

treatment unsreat

670: DNA-Activated Protein Kinase
(44)

agent case cell cisplatin correl cytotox dna drug

express gene her-2 her2 Ne€g neu p OS].t

resist respons statu surviv treatment

84

activ atm base break cell checkpoint comet control

damag develop dna.f double-strand dsb

excis induc lesion pathwai I'epall' respons strand

672: Hyaluronic Acid (49)

aCId adhes amino Cell collagen

effect express extracellular gene human
integrin matrix model molecul patient
phenotyp product role surfac tumor


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcription+Factor+AP-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Nitric+Oxide
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tissue+Plasminogen+Activator
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cilazapril
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=HMGA2+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA-Activated+Protein+Kinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Topoisomerases,+Type+II,+Eukaryotic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Topoisomerases,+Type+II,+Eukaryotic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hyaluronic+Acid

673: Oxidoreductases| (118)

674: Matrix Metalloproteinases| (92)

activ analysi associ cell differ effect enzym
express gene gener increas mutant

mutat oxid protein region SeqUENC speci studi
substrat

675: Histone Acetyltransferases| (113)

activ cathepsin Cell express extracellular

increas inhibitor lnvaJS matriX

metalloproteinas metastasi migrat mmp
mmp-2 mmp-9 pai-1 plasminogen role tissu upa

676: |Acetyltransferases (142)

acetyl activ associ Chfomatln

coactiv complex deacetylas function gene hdac

hlston modif nucleosom recruit

regul remodel repress silenc structur transcript

677: Ephrin-Ab (2)

acetyl activ associ Chromatin
deacetylas famili gene hdac hlSton

increas modif nucleosom protein recruit regul
remodel repress role select transcript

678: Receptors, Fc (22)

abil activ analys aDaIYSI bind

Cel] demonstr genet indic initi level origin
popul potenti properti reveal second serum
target vivo

679: Indium Radioisotopes| (13)

antibodi cell develop effect express featur

gene human includ increas level

normal process remain I'€SPOINS specif
studi system tissu tumor

680: Tmmunoconjugates (31)

antibodi bind cell dal dose
carli hlgh imag level low model
pOSit protein role studi Subject

tafget tumor vitro Vivo

85

a»nt ].b O d]. antigen cell combin

effect gene genet group human mab monoclon
neutral patient specif therapi transplant
treatment tumor vitro vivo


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oxidoreductases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Matrix+Metalloproteinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Histone+Acetyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acetyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ephrin-A5
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Fc
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Indium+Radioisotopes
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Immunoconjugates

681: Ribonuclease III| (48)

682: Intercalating Agents| (18)

antisens express function gene inhibit interf
interfer knockdown melanoma oligonucleotid

polymeras rna} rnai short silenc sirna small

specif suppress target

683: |Antioxidants| (333)

acid activ bind cell chang combin compound

na effect high method number polymeras
protein replic report structur studi tissu treatment

684: Peroxidases| (44)

activ antioxid damag free glutathion group

increas induc level OX]. oxygen
peroxid protect radic reactiv reduc ros speci
stress superoxid

685: |Glutathione Peroxidase, (46)

activ analysi antioxid associ cell chang
damag enzym express increas level

OX]. oxygen protein reactiv sampl
select speci stress studi

686: |Aspartic Acid| (89)

activ antioxid damag decreas free glutathion
.

increas induc level OXl oxygen
patient peroxid protect radic reactiv ros speci
stress superoxid

687: Magnesium (91)

acid aCtlv brain cell control differ
enzym function gene level mutant

mut a;t patient residu S].te

structur studi subject substrat suggest

688: Transcription Factor AP-2 (35)

activ bind ca2+ calcium channel complex
conform current differ dna enzym form function

group ion level patient region sequenc

structur

86

associ bind bone cell combin differ enhanc

express factor famili format function

ZEIE increas mechan promot

region regul site transcript


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribonuclease+III
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Intercalating+Agents
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antioxidants
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peroxidases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glutathione+Peroxidase
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689: Core Binding Factors) (7)

analysi associ bind bone cell express form
format gene high interact level low model

mut a.)t phenotyp rel size studi valu

691: Antigens, CD29 (44)

690: Core Binding Factor alpha Sub-
_units (5)

base bind bone cONtrol essenti evid

fu nCt ion gene interact

model mutant pair plai promot protein regul
requir role support transcript

692: |Contraceptives, Oral| (20)

i AANES st e CEI

collagen ecm express extracellular fibronectin
function integrin matrix migrat molecul
role spread studi sulfat surfac

693: Proteochondroitin Sulfates| (19)

associ cancer combin control correl decreas
earli effect factor genet hormon incid

lnCIeaS 1eve.)1 number
patient risk swa

women year

694: Lectins, C-Type| (77)

activ adhes analysi associ Cell
effect eXpreSS famili form format gene

growth integrin interact molecul plai

process requir rO e suggest

695: Acetyl-CoA Carboxylase (10)

activ allel antigen Cell chang
class complex differ CXPTESS

gene group hla major mhc mice model
molecul protein receptor role

696: Malonyl Coenzyme A (7)

aCId amino area cell correl diabet

effect express form format high increas level
model new protein regul role studi target

87

aCld activ amino detect effect express

form inhibit mice model plai presenc resist
respons role select sensit studi suggest time


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Core+Binding+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Core+Binding+Factor+alpha+Subunits
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697: Antigens, CD80 (60)

698: Receptors, Chemokine| (107)

activ antigen Cell combin develop
differ effect express high 1IMmun increas
induc lymphocyt mice new patient respons
t-cell treatment vaccin

699: Receptors, Virus| (99)

activ alpha Cell chemokin cxcra
demonstr €Xpress faCtOT il-8 induc

necrosi nf_ ka)p p a)b nuclear

receptor regul role suggest tnf tnf-alpha
tumor

700: Antigens, CD28 (41)

adenovir adenoviru cell deliveri effici express
gene human infect replic therapi

transduc transduct transfer transgen

Vector viral VIl virus vivo

701: Receptors, Notch (123)

actiy cd4 cdd+ cd8 cd8+ C(Bll cytotox develop

iffer effector express group il-2 immun lymphocyt
pattern receptor studi t-cell ter

702: [ HMGN1 Protein| (2)

character COIlserV delta

evolutionarili function highli homolog
homologu human ident identifi mammal

mammalian mous notch ortholog

protein similar suggest vertebr

703: Perindopril| (5)

cell chromosom eﬁeCt enhanc increas level
mice mutant peptid prevent protect
.

prot eln radiat Tat reduc reduct

serum LUMOT vitro vivo

704: Vitamin K 2 (1)

anim clinic combin compar control differ earli effect

signific studi therapi treatment trial tumor

inhibit level model new rat
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carcinoma character characterist
classic COIMIMNON distinct endotheli

fe a)t U.r growth human lesion liver

mice similar stain typic uniqu vascular vitro

vivo
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705: |Antifibrinolytic Agents| (4)

706: Vaccines, Subunit| (27)

activ associ children clinic data develop earli

effect group includ inhibit model month

patlent rang reduc risk signific stage

studi

707: Toll-Like Receptor 5 (7)

analysi antigen challeng ctl dendrit elicit epitop
.
human lmmun immunogen

immunotherapi induc innat peptid product

protect protein I'eSpOl’lS tumor VaCCln

708: |Amidohydrolases| (34)

acid clin.ic compar COHthl

cytokin dai distribut dose identifi immun
infect local mechan model respons screen
signal strain subject week

709: alpha 1-Antitrypsin| (38)

acid activ analysi data develop effect enzym
express function e genom increas
level method mutat patient protein sequenc

target treatment

710: |Cathepsin BJ (21)

cell defect dehC]. . develop diﬁer
express function gene

humap increas level mechan normal
patlent phenotyp protein residu

Slte studi time

711: Nitric Oxide Donors| (28)

activ Cell control effect express
extragellular functlon inhibitor
INVAS 1evel matrix

metalloproteinas migrat mmp mmp-2 mmp-9
plasminogen rate tissu treatment

712: Leukocyte Elastase| (15)

cell eﬁeCt express
functlon group high human
Increas induc inhibit level mechan

nitric oxid rat reduc studi suggest

synthas Synt heSi

89

analysi aSSOCI bone cell control diseas factor
famili fU.HCthH human increas
number patient process product ratio
respons rlSk structur studi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antifibrinolytic+Agents
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vaccines,+Subunit
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Toll-Like+Receptor+5
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713: [Platelet Aggregation Inhibitors
(46)

activ arteri clinic dai differ effect express

factor function group inhibit inhibitor

p&tient risk select structur studi
therapi treat trea)t ment

715: |Drug Carriers (59)

714: |Orosomucoid| (5)

adult analysi base cluster complex concentr express

.
extract funct].on higher level method

posit process protein rate residu site structur year

716: RNA-Binding Proteins| (354)

cation conjug deliveri develop dna
eﬁCl formul function liposom

nanoparticl parti(ﬂ patient polym

prepar properti rate releas scaffold solut

surfac

717: Fragile X Mental Retardation Pro-
tein| (61)

addit chimer chimera complet consist
construct contain demonstr form fragil fuse

fU.SlOH indic lack observ pal‘tial

replac report result suggest

719: Morphine (25)

altern bind complet contain domain
exon fU.SlOH gene initi interact
isoform 1IN A partial protein

rna splice suggest transcript

translat variant

718: |Agglutinins (10)

Cel]. compar control develop
differ effect €XPIeSS

gene gener group human plai reduc
region role sampl sequenc specif studi
tissu

720: Receptors, Opioid| (11)

EﬂCOhOl analysi consumpt depend

drink drug effect ethanol examin function

indic new OraJ prefer product rat signific
studi substanc suggest

90

alcohol associ chang depend

eﬁeCt fUHCtiOIl individu

model OT'Al plai process receptor reduc

respons role signific StUdl suggest

time treatment
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721: Melatonin (47)

722: |Chlorophyll (58)

cho clrcadian clock cycl cyclic
feedback gener hamster

increas level 10 Op oscil oxid

period phase rat rhythm Suggest
synchron time

723: Proto-Oncogene Proteins c-myc
(164)

c-myc Cell cellular deregul exXpress growth
human implic induc x-ra malign myc oncogen

OVETEXPIESS i
oo e e LTANISTOTIM

tumorigenesi

725: sre-Family Kinases (92)

i KITLAS  mior patia
phosphatas phosphoryl protein rapamycin
ceceptor regu seauir STENAL e stars
tyrosin

727: Halogens (10)

arabidopsi control energi flower function increas

lant e

respons root seed sequenc speci thaliana transgen
treatment

leaf leav light measur

724: F-Box Proteins| (26)

cell control degf&d develop

distribut function gene increas ligas local
model pathwal plai proteasom

prot e].n regul role suggest

ubiquitin zinc

726: Proto-Oncogene Proteins c-mdm2
(110)

aJCt].V .cell constitut demonstr human

analysi blue captur chang color composit correl

cure differ dye famili intens laser 11g t
observ posit red shed studi test
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activ apoptosi arf cell express function inactiv induc

level mdm?2 p73 pathwai protein regul role

suppress suppressor tumor wild-typ

728: Bisphenol A-Glycidyl Methacry-

_late| (6)

blue captur color composit cure dark differ dye

.
effect intens irradi laser 11ght observ

red shed studi time treatment unit
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729: Xenon (4)

730: Methacrylates| (25)

blue captur color composit dlﬁer dye
follow form format intens laser 11ght

method observ pattern red shed Studl
time type

731: Glass| (22)

blue captur color composit differ dye effect

gene human identifi intens laser 11g t

observ red respons shed studi surfac time

732: |Polymethyl Methacrylate (21)

chang control detect develop

diﬁer fish fluoresc group
hYbrld intens laser llght

method model probe Sampl
select situ StU.di surfac

733: |Apolipoproteins B (53)

associ decreas differ dOSG effect

enhanc group imag implant increas
1rrad1 level light measur method model

pattern radlat radiotherapi studi

734: |Antibodies| (238)

apoe€ apolipoprotein associ atherosclerosi

chd ChOlGSt.eI’C.)l diseas effect hdl
increas 1dl level hpld lipoprotein

metabol plasma statin studi total triglycerid

735: |Cyclic AMP Response Element-
_Binding Protein (110)

aCt 1V cell di§eas disord erk function

gene increas klna)S mapk motor
number pathwai PhOSphoryl

promot protein regul role signal transcript
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activ a;nt i b O di antigen

autoantibodi cell detect epitop express function

human igg increas mab monoclon neutral patient
protein sera Specif studi

736: Antigens, CD45 (66)

activ analysi Cell compar content

cytometri determin develop differ evalu flow
human increas load observ patient percentag
select signific studi
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737: Polylysine (22)

738: |[Myogenic Regulatory Factors| (40)

activ deliveri ePﬁCI express
function gel’le group human improv
model particl polym popul structur

studi surfac therapi transfer

treatment Ve Ct Or

739: Forskolin| (39)

aCtl\/ cell control effect express

famili function high human increas
1nh1b1t kinas level low phosphoryl

promot protein TCCEPLOT

respons role

741: [HLA-DQ Antigens (73)

activ bind cell control differenti dystrophi
exercis eXpress function high method

mUS01 muscular protein regul skelet

smooth studi test transcript

740: Rad52 DNA Repair and Recombi-

_mation Protein (13)

bind damag develop dna) form format

gene interact model mutat new presenc protein
recombin repailr replic sequenc suggest telomer
time

742: Thiophenes| (32)

allel antigen associ ClaSS complex drb1

genet histocompat hla human leukocyt major

mhc molecul natur patient polymorph present
specif type

743: 'Tamoxifen| (197)

actlv analysi cell
chemotherapi combin control
effect express Zroup
identifi INCTE€AS inhibit
patieﬂt product respons risk

sereen SEUAI toxic treatment

744: Pyrrolidines| (18)

ctiv adjuy aromatas breast
Ca}ncer cell chang control develop ductal

estrogen hormon increas mcf-7 mice receptor studi

tamoxifen treatment women

93

activ base Cell chang control dai decreas

dose effect enhanc gene increas inhibit level rat
resist select studi suggest treatment
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745: |Mitoxantrone| (70)

746: |Estrogen Receptor beta (56)

advanc cancer chemotherapi combin confer drug
median month patient phase rate regimen

.
r E}S].St respons sensit surviv suscept

therapi toxic treatment

747: Daunorubicin (28)

alpha associ beta CAI1CET cell combin differ
endometri epitheli estrogen express gene

increas Ova;rlan periton
TCCEPTOT e stud suasen

uterin

748: |Acid Anhydride Hydrolases (20)

acut analysi associ drug effect gene group

high leukemia mean month new patlent
reSISt respons studi surviv therapi

treatment valu

749:  |Cyclin-Dependent Kinase In-
_hibitor p16 (156)

associ cell cervic cpg cycl dna epigenet express
ZE€NE human hypermethyl inactiv island

met hyl methyltransferas pl6

p53 promot statu suppressor

751: Dopamine and cAMP-Regulated
_Phosphoprotein 32| (10)

e CEl] oo TAM111

function increas larg local member model

neuron plai protein recombin rel role size
small test tumour
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activ correl cpg differ dna epigenet express
gene hypermethyl inactiv island loss

met hyl methyltransferas pl6

patient promot rate region statu

750: Tumor Suppressor Protein
_pl4ARF (50)

activ cell delet dna express function gene human
inactiv induc loss mdm2 mechan methyl mutat

p protein regul suppressor tumor

752: Midazolam (17)

behavior chang children compar correl dai

differ enzym function group
increas level metabOI metabolit
pa;t].ent rate signific studi time year
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753: Hypnotics and Sedatives (29) 754: Estrogen Receptor alpha, (131)

alcohol care compar concentr control dai alpha associ breast CATLCET o

develop differ dose effect function

control endometri epitheli eralpha estrogen
group inform oral particip group human increas Ovarla;n periton
patient person StUdl surgeri treatment receptor signific studi suggest uterin
755: Tissue Inhibitor of 756: Metalloendopeptidases (153)
7Metalloproteinase—2 (28) activ cathepsin Cell express extracellular
activ cathepsin CeH chang express ] .
extracellular group increas inhibitor human inhibitor 1nvas matrix
: . metalloproteinas migrat mmp mmp-2 mmp-9
].nvaJS matrix metalloproteinas pai-1 plasminogen role tissu upa upar
migrat mmp mmp-2 mmp-9 pai-1 plasminogen
tissu upa
757: Dinucleoside Phosphates (16) 758: (Connexin 43| (61)
cluster cpg dna epigenet famili g€Nne human barrier c282y cell commun connexin
hypermethyl inactiv increas level contact coupl cx43 demonstr form gap

meth 1 , hemochromatosi hfe indic, intercellular
y model new promot lron J unctlon studi

suggest tight

protein respons sampl site structur

759: Receptors, Transforming Growth 760: Receptors, Interleukin-8B| (8)
7F&Ct01' beta (71) activ cancer case caus compar COHtI'OI

bmp cartilag chondrocyt collagen develop

eXp reSS factor hlgh

effect express faCtOI‘ fibroblast
h human level low ntkappab
gro \/V t induc new regul signal organ potenti receptor regul subject target

smad sox9 tgf—beta tgf-betal tissu tumor
transform

95
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761: ras-GRF1| (7)

analysi vlot caus cell cluster

Cont rOl differenti effect
embryo enhanc eXpI’eSS gene
includ level profil protein rang reduc
western wide

763: [Silk| (6)

762: |Guanine Nucleotide Exchange
_Factors) (75)

actin activ analysi Cell cytoskeleton
differ express famili filament function
gene mechan mice migrat polar process
protein regul rho role

764: [ TCF Transcription Factors (33)

care Children clone differ dna form
ene genet health

high initi level low origin phenotyp protein
region seqUENC speci

fragment

765: Tmmunotoxins| (38)

activ beta-catenin cell develop differ enhanc
express factor function gene human

pathwal patient plai regul role
Slgnal target transcript wnt

766: [Prodrugs (53)

&nt i b O di antigen cell detect

human mab model monoclon new patient
provid select specif studi target therapeut
therapi treatment vitro vivo

767: Proto-Oncogene Proteins B-raf
(83)

activ adenoma adren analysi braf detect express gene

hormon identifi kinas mut at papillari

phosphoryl pituitari ptc ret rna thyr01d tumor

96

aCth agent cell chemotherapi

clinic combin dai develop dfug
effect ZEI1C model patient studi

target therapeut thef&pl
treatment tumor vector

768: Monophenol Monooxygenase (55)
activ analysi biolog chang demonstr differ

diseas gene high identifi includ melanocyt
melanoma mutat polymeras respons

rna.) specif studi system
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769: Melanins (55)

770: Integrin alphabbetal| (12)

activ associ basal bodi cell cutan differ effect
epiderm express function increas keratinocyt

lesion mice mutant protein role S ].n
weight

771: Integrins (113)

activ adhes associ attach bind

Ce collagen demonstr differ express

_ extracellular fibronectin function

mtegrln interact matrix migrat molecul
sulfat surfac

772: Integrin alpha2betal| (14)

e adhes e cell

collagen ecm express extracellular fibronectin
lntegrln interact laminin matrix migrat
molecul role spread sulfat surfac

773:  Parathyroid Hormone-Related
_Protein| (25)

analysi associ bone cell decreas
differenti €XPress gene increas level
measur mechan molecular patient

peptld protein rat reveal specif

studi

775: Interleukin-6 (271)

adhes cell chang compar control
decreas express factor form format

gene genotyp human 1NCTEAS

polymorph rate receptor risk tissu
treatment

774: |Glycogen Synthase Kinase 3| (76)

activ beta-catenin cascad cell combin compon control

downstream intracellular involv mediat

pathwai s o SIENAL

studi target transduct wnt

776: Interleukin-§| (115)

activ cell CytOkiH effect ifn

ifn-gamma il-10 il-4 il-6 immun induc
inflammatori interferon interleukin level
macrophag mice product T€SPONS stimul
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aJCt 1V alpha chemokin constitut

cxcrd €XPress factor ivs induc necrosi

nf_ kapp an nuclear patient

receptor role suggest tissu tnf tnf-alpha tumor
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777: Globins| (117)

778: raf Kinases| (30)

abnorm anemia associ caus chain defect
.

d(BﬁC]. differ erythroid erythropoietin

evolut function gene hemoglobin interact normal
number SEqUENC SEVEr structur

779: Receptor, erbB-3 (33)

aJCt].V analysi associ cell develop

effect express function ZENE increas interact

kinas pathwai phosphoryl protein

regul requir role signal treatment

780: HSP90 Heat-Shock Proteins| (61)

activ akt cell effect egf egfr epiderm
express factor famili growth innibit

inhibitor kinas neg pathwai pOS].t

receptor signal surviv

781: [Radiation-Sensitizing Agents (87)

associ cell condit degre

express function
humaﬂ increas interact kit
level mutant prOteiH respons

Ssarcoma stromal studi target

tissu LUINOT

782: Integrin alphaV| (13)

activ beam damag dOSG effect expos exposur

fraction gamma ion ioniz 1rra;d1 particl

ra)dla/t radiation-induc radiosensit

radiotherapi rai surviv x-rai

783: Integrin alphaVbeta3 (33)

adenoviru adhes cell chang combin complex
deliveri effici express ZECI1E integrin
molecul popul protein therapi transduct

transfer transgen tumor Vect Or

784: Drug Combinations| (191)

adheS attach Cell collagen

express extracellular fibronectin group human
integrin interact matrix migrat molecul
patient role studi sulfat surfac tumor

98

activ analysi Cel]. CO [Sln

compar dai effeCt express group increas
invas matrix patient popul rate respons studi
test time treatment
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785: Laminin (135)

786: Vitronectin| (18)

activ adhes astacn Cell collagen

_effect express extracellular function increas
integrin invas matrix migrat molecul muscl
role studi sulfat surfac

787: Proteoglycans| (162)

adhes associ CGH collagen €XPress

extracellular high human integrin level low
matrix migrat molecul new protein receptor regul
studi surfac

788: [Fibronectins| (106)

activ adhes Ce].l collagen differ differenti
express extracellular growth human inhibit
integrin invas matrix migrat molecul patient
role studi surfac

789: Hydroxamic Acids (112)

adhes .ouwcell

collagen ecm express extracellular fibronectin
function lntegrln interact laminin matrix
migrat molecul role spread sulfat surfac

790: Cyclin B| (79)

acetyl activ <t CNTOIMALIN

coactiv deacetylas effect gene hdac

hlStOH modif nucleosom p300

protein recruit regul remodel repress silenc
transcript

791: [X-Linked Inhibitor of Apoptosis
Protein (42)

) activ ap OptOSi apoptot bax

bel-2 caspas caspase-3 Cell combin death effect
function increas INAUC induct inhibitor pathwai protein
releas surviv

99

activ arrest cdk cdk2 Cell cell-cycl cipl
Cycl CyChIl cyclin-depend inhibitor kinas

p21 p27 phase progress prolifer protein regul

retinoblastoma

792: DNA Topoisomerases, Type I (65)

activ &ZENt anticanc cancer cell chemotherapi

cisplatin combin cytotox dna dI‘U.g effect

enhanc paclitaxel patient protein replic sensit studi
treatment
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793: Butyrates| (30)

794: L-Selectin| (11)

acetyl aCt j.V analysi associ Cell

chang chromatin combin control
differ differenti effect express

hlStOIl human new prolifer protein

regul transcript

795: HLA-A Antigens (67)

activ adhes CGH clinic compar
concentr COHtTOl COl"I’el

diagnosi earli extracellular famili higher

increas integrin le\/el molecul serum
signific time

796: HLA-B Antigens| (62)

allel antigen ClaSS complex differ drbi

histocompat hla human immun leukocyt major
mhc molecul natur present respons specif type
vaccin

797: CA-125 Antigen| (24)

allel antigen associ Cla)SS complex drb1

histocompat hla human kir leukocyt major mhc
molecul natur patient present respons specif type

798: Epitopes, T-Lymphocyte (112)

associ CaICer clinic elev. endometri estim

estrogen identifi lev.el
ovarian patlent plasma

respons sampl screen serum studi valu

marker measur

799: [Intramolecular Oxidoreductases
(27)

activ antigen Cell control correl

develop differ differenti enhanc
€XPress function gene human
1Immun increas induc patient rate

reSp OHS vaccin

100

antigen cas+ cell challeng ctl cytotox dendrit
.
elicit epitop lmmun immunogen

immunolog immunotherapi induc innat lymphocyt

protect TE€SPOILS t-cell V&CCIH

800: |[CA-15-3 Antigen (68)

analysi bone carcinoma, Ce express
factor group human immun increas level

macrophag Marrow patient repeat respons

reveal studi tumOI" vaccin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Butyrates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=L-Selectin
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801: Receptors, Interleukin-2| (99)

802: Protease Inhibitors| (102)

activ cd4 cd4+ cd8 cd8+ Cell cytotox effector

express group il-2 immun level lymphocyt natur
patient respons studi t-cell ter

803: Insulin-Like Growth Factor I (212)

activ cell develop effect human includ
increas inhibitor invas matrix

multipl

studi suggest target therapi treatment

protein role singl site

804: Follistatin| (7)

autocrin effect TACEOT final grow

ogrowth

igf-ii igf-ir igfbp-3 increas insulin-lik receptor role statur
stimul

height hormon igf igf-1 igf-i

805: Dopamine Uptake Inhibitors (10)

effect express function gene genet induc induct plai

S — S 010) A 1S

role specif studi test transfer valu vector

806: Ticlopidine (9)

alcohol behavior bind caus chang dai
decreas depend detect dose effect increas

lead mice model oral reduc reSpOHS

St U. d j. treatment

807: Bupropion (7)

aSSOCI bodi case confid control genotyp
interv level met a;b Ol muscl odd

polymorph ratio report respomns

I.lSk smoke Studi subject
treatment

101

administr conclusions control dal design
dose eHeCt healthi hospit mean methods

patlel’lt reduc Studl subject
treat tl"eatment valu week year

808: Oxidoreductases, N-
Demethylating (25)

activ associ cypial cyp2d6 cyp3a4 cytochrom
determin differ drug enzym function group

s e IET QD O]

metabolit microsom p450 respect select


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Interleukin-2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Protease+Inhibitors
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809: |Aryl Hydrocarbon Hydroxylases

(137)

activ clearanc cyp cyplal cypla2 cyp2c9 cyp2d6
cyp3ad cyp3as cytochrom determin differ drug

e nanen IN1EE QD O

metabolit microsom p450 respect

811: Anticarcinogenic Agents (119)

810: |Antimetabolites (38)

activ cell compar control decreas

develop differ effect genom ZIrOupP

increas level MICE mutant

patient reduc respons role tissu treatment

812: Deoxyglucose| (16)

activ cancer Cell cox-2 decreas eﬁect
human increas induc inhibit thlbltOl"

model prevent rat reduc risk select studi target
treatment

813: |Anti-Retroviral Agents| (25)

cell wue control
develop dose eﬁeCt enhanc

famili flow increas irradi mice model
patient radiat reduc respons role
studi treatment

814: Lorazepam (2)

aids gag herp hlV hlV_ 1 hsv-1
human immunodefici increas

lnfe Ct number patient resist

respons simplex therapi time treatment

viral Vlru

815: Rifampin| (39)

data demonstr function gene human

includ indic infect 150l Mutat mycobacterium report
resist sequenc specif Straln studi treatment
tuberculosi
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activ assess associ behayior control dal dose
effect factor genotyp inhibit measur

polymorph TISk Sampl score

studi subject suppress system

816: Glucuronosyltransferase (69)

activ analysi associ cyplal cyp2c9 cyp2d6 cyp3ad
cytochrom determin differ drug enzym human

liver met an Ol metabolit

microsom p450 respect studi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Aryl+Hydrocarbon+Hydroxylases
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817: Serotonin Agonists| (10)

818: Indoles (183)

analysl behavior chang cOmpar
control differ disord

~tunction ue
1ncreas patient produc

pl"OduCt random rate
receptor FE€SPOINS studi

treatment trial

819: Gastrointestinal Agents (20)

actlV adduct associ Cell
compPoUNd deriv develop

effect express gene increas inhibit kinas
mice patient product protein respons role
treatment

820: RNA, Neoplasm (209)

activ analysi case clinic compar dai diagnosi diseas

effect function group increas

pa)tlent rat rate studi therapi tissu

treat treatment

821: Annexin A2/ (11)

analysi cell chain detect differenti

eXpreSS ZEIEC human identifi level

line microarrai mrna normal patient pcr profil
reaction tissu tumor

822: RNA, Complementary (20)

assoOCi cancer CGH control differ

differenti distribut famili form format
gene interact local mass mutat

normal pattern protein site tissu

823: ADAM Proteins (58)

analysi cell chang develop differenti EXPI'€SS
gene human identifi microarrai

model mutant normal profil sequenc size specif
studi time tissu

824: Testosterone, (89)

activ analysi associ Cell control
detect differ eXpreSS faCtOl”

famili gene genet human identifi
invas matrix Patlent protein

respons role

103

assist CAIICET cycl develop femal
follicl group hOI’mOH level male
model ovarian patient pregnanc

reproduct respons steroid studi

treatment WO me n


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Serotonin+Agonists
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Neoplasm
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825: Dehydroepiandrosterone (16)

826: beta Carotene (30)

cancer children cycl effeCt
famili follicl NOIMON human
increas 1@\761 mechan pregnanc

rel reproduct risk serum steroid

studi test WOIT1€E11

827: Hemin (7)

L CONCeNtT o deemn

develop differ effect group higher increas low lower

measur microg microm min plasma rang respect
studi

828: Viral Matrix Proteins| (65)

cell ChHlC decreas diagnosi

diagnost differenti earli genet identifi
imag 111CT'€AS oxid patient process

prOteln risk screen SpeCif
Studl treatment

829: Chemokines, CC (62)

associ character contribut displai distinct ebv
epstein-barr exhibit human identifi includ indic infect

v PRENOLYD

suggest viral viru

830: DNA Repair Enzymes (81)

ACT1V associ cell chemokin control
express actor gene il-8 increas induc

necrosi nf_kapp ab nuclear

numb €I’ receptor respons time tnf
tnf-alpha

831: Antigens, Nuclear (53)

analysi break cell chang combin control

dama decreas dnaJ effect €Xpress

function human increas level mutant nuclear
patient I'€Palrl studi

104

atm break cancer cell colon colorect damag

develop dna/ double-strand dsb excis function

induc lesion number pathwai T€PDAII respons strand

832: |Chromosomal Proteins, Non-
_ Histone (200)

cell chromatin
chromosom complex divis

dna function gene hlStOIl

mechan methyl microtubul mitot
mutat proteln requir role spindl

Syndl’om transcript


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Dehydroepiandrosterone
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833: DNA Polymerase I| (34)

834: Rec A Recombinases (

activ assai base detect dna express gene

genom helicas level pair per polymeras produc product
protein replic respons sensit strand

835: DNA Restriction Enzymes (53)

activ bacillu bacteri bacteria COIl differ

naJ encod escherichia form format
gene model operon phage presenc product replic
strain toxin

836: E2F4 Transcription Factor| (16)

amplif amplifi analysi design detect digest

dna fragment . wow

identif length method pCI‘ polymorph
primer product recombin restrict sequenc

837: Telomeric Repeat Binding Protein
2/ (23)

activ cap cell cellular end htert human
length mainten mechan model patient revers

senesc shorten suggest telomer
telomeras transcriptas trap

839: |Antimicrobial Cationic Peptides
(43)

activ arrest bind Cell complex

Cyd cyclin express
function gene model p21 p27 phase plai

progress prolifer protein rate role

838: Pertussis Toxin (11)

aCtIV Cell distribut effect
enhanc €XPress gene high inhibit level

local low new protein respons specif

subject suggest test treatment

840: [HLA-BS Antigen (7)

bacteri barrier cell contact famili gap gene

genet high host indic lnfeCJp iron
junction pathogen patlent

p eptid respons studi suggest

105

allel analysi antigen ClaSS compar
complex control differ genet ZrOUP healthi

hla major mhc molecul pa)tient
posit sequenc studi SUbJ eCt


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Polymerase+I
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841: Antigens, CDS (48)

842: Plasminogen (16)

activ analysi cd4 cd4d+ cd8 cd8+ Cell cytotox

develop express function il-2 immun lymphocyt model
natur t-cell target ter tumor

843: Plasmin (11)

aJCtj.V Cell effect enhanc express

form format genet human increas inhibit invas
isol matrix metalloproteinas mmp role suggest
tissu tumor

844: DNA Ligases| (33)

aCth analysi associ cell chang

effect express extracellular interact

1nvaS involv level MAatTix

mechan metalloproteinas mmp mmp-2
molecular Process tumor

845: Nucleotidyltransferases (23)

activ analysi associ break chain control damag differ

na.) genom method per polymeras reaction
repair replic requir role sequenc strand

846: Anti-Infective Agents, Local (16)

acid activ cell control differ dna)

functlon gene identifi increas mice
pattern plant protein recombin replic resist
respons speci time

847: Dermatologic Agents (33)

ass CGH ai differ effect evalu
@Sro ﬁ increas level light
measur method patient protein respons
score signific studi test treatment

848: (Cytochrome P-450 CYP2D6 (64)

basal chain clinic cutan data develop differ
epiderm epidermi includ keratinocyt lesion
o

patient pcr reaction S ].n studi treat
treatment uvb
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activ clearanc cyp cyplal cyp2c9 cyp2d6 cyp3a4
cyp3a5 cytochrom determin differ drug enzym

human met ab Ol metabolit

microsom p450 patient respect


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD8
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849: Tramadol (5)

compar control dai differ effect
higher identifi increas mean measur respect screen
sequenc signific stress studi subject test valu

851: RNA, Ribosomal| (147)

850: |Analgesics, Opioid (33)

aICOhOI consumpt depend differ

drink drug effect ethanol examin group high

indic OraJ patient prefer rat signific
studi substanc suggest

852: |Aminoglycosides| (51)

analys analysi bacteria base clade close diverg
divers gene genom genu group phylogenet
rdna relat relationship rrna sequenc

Sp eC]. tree

853: Organic  Anion Transport
Polypeptide C| (11)

a0 ASSOC1 develop

drug factor gene genotyp liver

membran metabol number
pa)tlent polymorph popul

rate resist I'ISk studi subject
transport

855: |Cytochrome P-450 Enzyme Sys-
_tem| (251)

activ clearanc cyp cyplal cyp2c9 cyp2d6 cyp3a4d
cyp3as cytochrom determin differ drug enzym

human met a)b Ol metabolit

microsom p450 patient respect
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activ analysi antibodi cell clinic control data
develop effect express gene increas infect

loss p at ].ent product protein

resist studi therapi

_ 854: Hypoglycemic Agents (113)

adiponectin associ d].a,lb et effect fast

glucos group human increas INSULIN level

mellitu metabol obes patient peroxisom
ppargamma studi subject toler

856: |Carbamates| (21)

AClIV . compound deriv

develop differ effect function
group human increas method

mutant pa;tlent protein reduc resist
structur studi subject


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tramadol
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857: Manure| (7)

858: [Peroxides (13)

analysi anim cluster compar effect higher
lower model normal organ phenotyp produc

prOdUCt rate recombin

reveal sampl sourc tissu water

859: Receptor, Fibroblast Growth Fac-
_ttor, Type 1 (34)

associ cell chang condit Cu1t ur

develop differ express fibroblast gene human
increas incub mechan media medium molecular
normal tissu vitro

861: Flavoproteins| (45)

actlv cell chang compar control
dai decreas differ effect gl"OUp

human increas level

light observ Ode rate role stress
system

860: Myosin Heavy Chains (58)

actlVv associ cardiac cell chain chang differ
express famili function gene heart

mUSCI mutat protein rate

reaction respons skelet smooth

862: Neuregulins (4)

activ analysi a;p OptOSl

CeH cho circadian clock feedback
hamster indic induc 100p model
period protein reveal studi Suggest
synchron time

863: Ecdysterone (13)

aCtl\/ cell combin compar COIltI’Ol
dai decreas dna drosophila effect express

function ]. n C r e a)S level reduc

report respons studi suggest time
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analysi blot cancer Cell dai decreas differenti egfr

express growth human increas level

pathwai plai prolifer recombin role signal western

864: Mitogen-Activated Protein Kinase
9 (10)
activ Cell event form

format gene increas involv kinas level new
phosphoryl process regul requir specif

StU.di subject treatment
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865: Anthracenes (22)

aJCt].V apoptosi bind cell control

correl dna event high induc inhibit kinas
pathwai phosphoryl process product protein
respons select stimul

867: Coumarins (22)

866: |Proto-Oncogene Proteins c-jun
(82)

aCth cell effect erk express gene induc

inhibit inhibitor jnk klnas mapk

mitogen-activ p38 pathwai

phosphoryl protein segul respons

signal

868: |Chelating Agents| (38)

aCtIV analysi assai cell
compound deriv detect differ earli

human metabol method mutat patient
respons role sampl select sensit studi

869: beta Catenin (302)

activ beta-catenin cascad cell compon downstream

epitheli express gland intracellular involv mammari

mechan mediat pathwa;i regul
Slgn al target transduct wnt

871: |Gadolinium DTPA (16)

aCth CGH concentr
control « effect
famili ZIOUP hlgh Increas

level low model organ patient

protein select StU_di
therapi treatment

870: |Granulocyte Colony-Stimulating

_Factor (94)

bone Cell chemotherapi combin

differenti factor gene group human macrophag
IMArrOw matur monocyt neutrophil number
patlent respons surviv toxic treatment

872: |Serum Albumin (49)

assess chang comput detect develop evalu
.

function ].ma;g magnet measur

method mri perform reson scan techniqu

tomographi tumor ultrasound volum
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cell concentr correl determin effect elev famili function

group high higher human increas 1e V el lower

measur model patient plasma Serum
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873: Vacuolar Proton-Translocating
_ATPases (9)

analys anaIYSI assembl
COMPLEX compon gonom

human increas mutat new normal perform
process protein reveal role specif studi subunit
tissu

875: GTP-Binding Proteins (94)

activ alpha associ cell express function genet
interact mechan mutant mutat pathwai patient

rOteln receptor role signal
b

studi suggest tissu

877: Benzodiazepines (42)

aﬁeCt associ control disord effect

enhanc examin find involv major met new
patient possibl report schlzophrema signific

studi suggest treatment

879: Gluten (21)

874: Benzenesulfonates (18)

activ associ base CClI chang control
effect express gene ZI'OUP model
patient produc product
reSp OILS studi target therapi
wme treatment

876: Heterotrimeric GTP-Binding Pro-
_teins| (19)

activ allel alpha associ beta bind complex

effect gene ZENOLYD human

increas interact patient polymorph

protein TCCEPTOT rpone s

variabl

878: |Arylamine N-Acetyltransferase
(50)

associ control determin enzym glutathion gst
gstm1 gstpl gsttl increas influenc involv

modif mOdlﬁ null observ

s-transferas signific studi suggest

880: [Transglutaminases (42)

activ chang children ChI‘OIliC control

differ dlseas function group

increas inflammatori 1Ntestin
number patient plant region rice

sequenc treatment wheat

110

activ CeH chronic detect
differenti diseas express

famili fOTM format
function 1ncreas intestin normal

patleﬂt prolifer
protein skin stabil tissu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vacuolar+Proton-Translocating+ATPases
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP-Binding+Proteins
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gluten
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transglutaminases

881: [Acids| (25)

882: |Oligosaccharides (55)

"
aCld activ @IINO bind concentr decreas

develop effect fatti function group high increas
level low new reduc resist risk test

883: Myelin Proteins (37)

analysi cell cleavag contain control cystein differ
express glycosyl high human indic level patient posit

proteas residu serin Slte subject

884: [Proteolipids| (10)

analysi associ axon chang cord demyelin heal
. . .

].nJ ur]. mechan myelin NEI'V

neuropathi oligodendrocyt patient peripher
regener sensori spinal trauma wound

885: Uteroglobin (15)

aCt1V bind caus cell clone combin
develop effect form format gene genom
identifi larg method mutat

numb er protein sequenc tissu

886: Receptor, EphA2| (6)

affect assai ASSOCI blood breast
Ca

Cell compar control

detect effect gene high level lung
polymorph protein sensit studi subject

887: Phosphatidylcholines (36)

analysi case cell eﬁ_'e(:t famili larg
level model Protein reduc report size

small studi treat treatmeﬂt

tumor tumour valu variabl

888: |Stearoyl-CoA Desaturase| (12)

acld activ apoe cell chang
cholesterol develop differ eﬁeCt
group high level hpld lipoprotein
membran plasma protein reduc

time transport

111

. ~=
aJC].d amino compar control evid express

fatti ZENE high level method normal provid rate retino
role studi subject support tissu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acids
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oligosaccharides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Myelin+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proteolipids
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889: STAT5 Transcription Factor (71)

890: Wntl Protein (23)

a;Ct 1V cell constitut express inhibit

111 AS mice mtor pathwai phosphatas
phosphoryl protein rapamycin receptor regul
role Signal src stat3 tyrosin

891: Milk Proteins| (98)

activ beta-catenin cell compon downstream gene

increas involv mechan mediat pa/th vV al plai
.
rat regul role Slgnal time transduct

tumor wnt

892: Wnt Proteins (246)

aJCt].V anim bovin breed cell develop
express gene klnaS milk phosphatas

phOSphOI‘yl pig fI‘OteiI’l regul respons role
S1gIal stat3 tyrosin

893: |[Intercellular Signaling Peptides
_and Proteins (414)

activ beta-catenin cell compon diabet downstream

express function gene growth insulin involv level mediat

pathwai ... SigNal

transduct wnt

895: Agar| (23)

activ beta-catenin canon cascad compon develop

downstream intracellular involv kei lead mechan mediat
.

pathwai ......Signal

target transduct wnt

894: |Cytarabine| (89)

ACUU aml cell chemotherapi chronic combin

dai differ effect leukaemia IGUkemia

lymphoblast mds month myeloid

PALIENT e s i e

896: Dental Implants (25)

analysi associ Cell control express

form format function gene

group human increas oncogen
OVEIreXpPress protein resist studi
suggest test transform

112

cleft clinic compar COHthl dental
differ effect facial function group

higher lip lower palat patient
fate sampl studi time treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=STAT5+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Wnt1+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Milk+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Wnt+Proteins
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897: Transaminases (24)

acid activ analysi approach aSSOCI clinic
effect famili form gene ZrOUP human

le\/el liver patient serum

sever studi target treatment

899: Thymidine (65)

898: Hydrocarbons, Halogenated| (4)

correl cours decreas determin dna event femal
gene INCreas inhibit involv male mechan
molecular mutat number period point

process t j.me

900: Topotecan (40)

activ Cell compar compound control

differ differenti dna effect express gene group
increas induc number patient prolifer rate
respons studi

901: Tuftsin (1)

aJCt lv allogen blood donor effect

exposur graft light median month patient peripher

prevent protect recipi reduc reduct stem transplant
year

903: Immunoglobulin E (96)

advanc cell chemotherapi combin dai
differ dose drug human median month

pa)t ieﬂt phase regimen l"eSISt

respons surviv toxic treatment tumor

902: |Cystic Fibrosis Transmembrane
_Conductance Regulator (168)

airwai allerg allergen a;st hma)

cftr channel chronic conduct copd Cysth

diseas eosinophil ﬁbrOSI ige obstruct
pulmonari TESPITATOIT sever studi

ventil

904: Tsoenzymes| (436)

alrwal allerg allergen associ

asthma e cystic
differ diseas eosinophil ﬁbrOSl ige

obstruct patient pulmonari

reSpPIrator] sever studi ventil

113

activ cen control differ divers enzym express
gene genet increas metabol modif modifi

patient popul studi substrat suggest

variant variat


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transaminases
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905: Interleukin-2 (175)

906: Metals, Heavy| (48)

activ cd4 cd4+ cd8 cd8+ Cell cytotox effector

express function gene group il-2 immun lymphocyt
patient receptor respons t-cell ter

907: Environmental Pollutants (82)

activ air cadmium CODCGHtI‘
contamin content copper environment
hydrocarbon measur metal organ pah pollut

remov sediment SO1] sourc total

water

908: |Acetaminophen (18)

air associ chemic concentr contamin copper

data develop effect environment expos

eXp OSUI increas metal product

soil sourc studi toxic water

909: Hydrocarbons (25)

activ ASSOCI case compar control

design effect follow function hOSplt
increas liver objective patient process

product ratio risk StU.dl year

910: Hydrogen Sulfide (6)

activ anal}ISi chang concentr
data develop differ et

environment eStlm factor femal

field genet influenc male

method Sampl StU.di

water

911: Hydrogen Cyanide (4)

cell condit degre

high human s

interact level life IOW new phenotyp
produc prOdUCt qualiti rat regul

screen temperatur

912: Water Pollutants, Chemical (115)

concentr condit degre earli effect experi

field fuﬂction genet movement

organ patient popul produc

prO duCt reduc Sampl

space stage tumour

114

air chemic CONLCENTI contamin
copper effect environment exposur
hydrocarbon indic measur metal pah pollut

remov sediment SO1l sourc toxic

water


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interleukin-2
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Metals,+Heavy
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Environmental+Pollutants
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913: [Actin-Related Protein 2-3 Com-
_plex (2)

actin anim cell demonstr find
.

fU_IlCthﬂ identif ide_ntiﬁ migrat

mOdel neg NNEW novel pOSlt previou
provid recombin report screen studi

915: Actin-Related Protein 2 (15)

914: |[Wiskott-Aldrich Syndrome Pro-

_tein Family (8)

actin a)Ct ].V cell cytoskeleton enhanc

filament genet gtpase interact migrat polar

produc product protein regul report rho studi
suggest variabl

916: [Trehalose (10)

actin Cell complex cytoskeleton

evid famili filament fUnCtion gtpase
local mlgrat mutant phenotyp polar
protein provid regul rho suggest support

917: Acid Rain (2)

acid alter amino chang concentr correl data
dynam effect experiment extract incid

mO del paramet popul predict preval

reduc signific simul

919: Fructose (17)

analysi cell compar condit control
decreas degre enzym higher

incre aS level produc product

rate requir resist temperatur time
treatment yeast

918: |Glucosephosphate Dehydrogenase
(36)

acid activ analysi anemia control defect

deﬁC]. detect differ effect enzym

express gene ZITOUP method normal
number sampl sensit studi

920: |Aluminum (27)

combin dai differ effect function high

human increas number p a)t ].ent

plant produc product random resist structur
studi time treatment trial

115

activ cell compar develop differ dOSG effect
genom group imag ll“I‘adl measur method

model radlat radiotherapi rate role

studi subject


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Actin-Related+Protein+2-3+Complex
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Actin-Related+Protein+2
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921: Trehalase| (5)

922: [Leptin (87)

a,:Cld activ addit amino COmblﬂ
cpmpound decreas eﬂ.ect enhanc

INCTEAS initi isol posit potenti reduc
regul select strain target yeast

923: Hormones, Ectopic (16)

bmi b Od]. consumpt diet dietari energi

fat fed feed food increas index intak leptin mass

measur nutrit obes supplement Welght

924: |Adiponectin| (47)

bodi children correl dlab et glucos

increas Insulin level metabol normal obes
plai protein report role specif studi tlSSll
tumour weight

925: Resistin (14)

adipocyt adiponectin asqom dla)b et fast

gene glucos increas IIISU. I 1evel mellitu
metabol nod obes peroxmom ppargamma resist studi
subject toler

926: Herbicides| (64)

bodi children correl decreas detect

1ab et gene glucos INCTEAS

insulin ].evel mellitu metabol new normal
obes sensit serum tissu year

927: |Atrazine| (6)

arabidopsi concentr control effect exposur flower

leaf leav organ pla)nt pollen product

rate rice root seed studi thaliana transgen water

928: [Cadmium (59)

abil chromosom combin concentr effect

enhanc exposur emal gene increas

male mate numMber product properti
ra)t select sex sexual studi

116

activ air concentr contamin copper
environment express individu level measur

metal organ pah pollut respons sampl

sediment SO1] sourc Water


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Trehalase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Leptin
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adiponectin
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929: |Apoptosis Inducing Factor| (20)

activ ap OptOSi apoptot bax

bcl-2 caspas caspase-3 Cell death develop dna
induc inhibitor normal pathwai process protein role
studi tissu

931: Tumor Necrosis Factors| (22)

activ apoptosi Cell control death

develop effect €Xpress factor famili
function induc mice nf-kappab number

patient plai risk 1“016 treatment

933: Saposins| (10)

930: [Inhibitor of Apoptosis Proteins
(40)

activ a)p OptOSi apoptot bax

bcl-2 caspas cell death develop express
famili gene group identifi induc model mutant

patient screen test

932: |Sphingomyelin Phosphodiesterase
(18)

accumul aCt1V o

caus cell complex deposit diseas function
lysosom MICE precursor Process rate requir
respons site specif storag suggest

934: Harmine| (5)

accumul associ case control develop
differ diseas express famlll

human interact number process

region report role sequenc structur
suggest tissu

935: Monoamine Oxidase Inhibitors
(10)

compar control demonstr develop

disord find human mutat previou
rate report role select site specif

structur St Udl SUbj eCt

suggest valu

117

analys a;na)l}/Si combin compar

compound effect enhanc high higher increas
level low perform rat rate ratio reveal risk
studi variabl

936: |Galactose| (41)

activ bind cerevisia condit differ function
gene high human identifi involv method mutat

product requir saccharornyc strain structur

s YEAST


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Apoptosis+Inducing+Factor
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937: Fluorescent Dyes| (253)

analysi arrai assai cell detect develop express

fish fluoresc hybrld label

method oligonucleotid perform prObe sensit
signal situ specif techniqu

939: Lupus Coagulation Inhibitor| (7)

938: |Ribonucleoprotein, U2 Small Nu-
_clear (9)

altern base cell Cluster
complex develop dlﬁer
exon TUNCEION gene growth
human idenisi increas
protein receptor splice structur
studi Variant

940: Tmmunoglobulin M| (110)

associ dai develop gene mean method

pat].ent phenotyp protein ratio

respons risk sampl studi subject test time treatment
valu year

941: |Oligodeoxyribonucleotides (130)

ant ib O di antigen b-cell cell

detect famili high human igg immunoglobulin level
lymphoma mab model monoclon neutral patient
sera specif studi

942: Toll-Like Receptor 9 (47)

cytokin detect dna effect human ifn

ifn-gamma il-10 il-6 immun induc interferon
macrophag model product replic respons
sequenc studi target

943: Immunoglobulin Isotypes (11)

control cpg CytOkIH differ ifn

ifn-gamma il-10 il-4 il-6 immun induc
inflammatori interferon interleukin Ips

macrophag odn product I‘GSp ons

stimul

944: |Calcineurin! (37)

base caus C€ll earli form identifi lead

lymphoma model I1IEW p at ient

plai product provid remain l“Ole

specif subject suggest test

118

actlv analysi cell
control differ effect
function ZEeNe human interact
kinas mechan mutant 11CW
phosphoryl PTOTEIN provid
regul role transplant


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fluorescent+Dyes
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribonucleoprotein,+U2+Small+Nuclear
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lupus+Coagulation+Inhibitor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Immunoglobulin+M
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945: |NFATC Transcription Factors
(47)

activ Cell develop differ
express factor ZCILE numan identis
inhibit plai promot protein regul requir

respons role studi target

transcript

947: RNA Replicase| (51)

946: Disulfides| (52)

activ chaperon character control dimer fold

OI'1N function group indic molecular nativ

prOteln residu site solubl
stabil «wstructur

suggest

948: Lamivudine| (43)

develop genom hbv hcv hepat host human identifi

infect larg melanoma protein replic INa

sequenc size small Viral V].ru virus

949: Sulfonamides| (110)

associ clinic control differ genom group hbv hcv

hepat human 1nfeCt level month mutat

patient replic viral VII'U virus

year

950: Phenols (96)

activ agent cell chemoprevent COX-2 differ drug
effect gene human increas inhibit

INNIDITOT wectn prevent seue

select suggest target treatment

951: Transposases (40)

aCtlV adduct cell chemic
compound e

determin differ effect exposur

eXtI’aCt fraction increas

inhibit liquid model oxid prepar respons

specif

952: Receptors, Interleukin-7 (19)

ot e e e €1€1MICNTE
cone genom noee 11ISEID integr e

mobil retrotransposon sequenc site termin
transpos transposit transposon

119

activ Cell combin effect enhanc form gener

human increas lymphocyt mice number
patlent product receptor select t-cell target

tumor Vivo


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NFATC+Transcription+Factors
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953: RNA Nucleotidyltransferases| (7)

954: Uracil Nucleotides| (3)

acid analys analysi associ complex data earli

express function high level low

mice mous posit process rel reveal studi tumour

955: Prions (96)

analys analysi cell complex element
enzym genom individu insert integr metabol

method patlent perform

protein reveal rna specif studi techniqu

956: Estrogens| (162)

cellular degra)d finger function indic

ligas pathwai prion process proteasom
.

PTOTEIN. et sepor v

stabil suggest target ubiquitin zinc

957: Ethinyl Estradiol| (12)

activ associ breast

endometri estrogen femal hormon increas male

mechan ovari OVAI'1lA11 periton reproduct

steroid studi suggest uterin women

958: [Vincristine (125)

actlv chang concentr control dai
decreas effect eXpI“GSS gene

hlgh hormon ].ncreas
level low measur sampl SUbj ect

tissu t re a)t ment women

959: Epirubicin (72)

agent b-cell cell chemotherapi clinic combin

drug lymphocyt 1ymphoma)
median month pat ].ent rate resist

respons surviv therapi toxic treatment year

960: Prednisolone, (67)

advanc ChemOtherapi combin cycl

dai docetaxel gemcitabin grade median

metastat month patient phase

rate receiv regimen respons surviv toxic
treatment

120

associ Case clinic dai diseas dose group
lymphoma month pa)t].ent present

rare report respons sever studi surviv therapi
treatment year


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA+Nucleotidyltransferases
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961: RNA, Untranslated (94)

962: DNA, Fungal (275)

analysi chang chicken data differ function gene

genom wens o 111AATVIA L

japanes melanoma methyl nucleotid

reglon rma SEQUENC s

suggest

963: Hydroxyurea| (72)

activ acut cell defici dna effect function

increas leukemia patient polymeras replic requir
respons role select strand studi suggest treatment

965: DNA, Single-Stranded (130)

aspergillu bud cerevisia dna function fungal
fungi fungu growth isol pathogen

phylogenet produc requir saccharomyc

sequenc Sp eC]. strain tree
yeast

964: |Schizosaccharomyces pombe Pro-
teins| (114)

albican bud candida Cerevisia encod eukaryot

fission function growth homolog involv mutant

pomb protein requir respons Saccharomyc

strain suggest ye aSt

966: Methyl Methanesulfonate (35)

analysi cell damag dna} duplex effici fork

function helicas pol polymeras process repair replic
select single-strand strand studi synthesi templat

967: Pyruvate Kinase| (11)

atm break damag differ dna

double-strand dsb effect excis exposur induc mutant

pathwai pattern protein rate I€Pall respons strand
yeast

968: Tron Chelating Agents (27)

chang data effect enzym express famili

gene member mutant mut aJt

patient rate rel role sever specif StUdl
time treatment tumor
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activ analysi assai barrier commun
connexin contact coupl defici detect effect

. gap group indic lron
JUNCEI0M roe sensit stuc

suggest


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Untranslated
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Fungal
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hydroxyurea
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Schizosaccharomyces+pombe+Proteins
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Single-Stranded
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Methyl+Methanesulfonate
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyruvate+Kinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Iron+Chelating+Agents

969: |Antigens, CD36 (25)

970: |Antigens, CD2| (4)

activ ASSOC] cell compar control
decreas develop effect group human

lncreas level lipid ratio receptor

risk select sequenc Studi subject

971: mRNA Cleavage and Polyadeny-
_lation Factors (18)

associ bind chang decreas earli famili
function group increas

lnteract mrna number organ
patient pl"Oteln rna select site studi
translat

973: Influenza Vaccines (34)

antigen care health human
IININIUIL individu infect

medic particip practic product protect rate

replic research I'€SPOIS V&CCln

variabl viral VIl

975: Phosphates| (85)

activ analysi bone differ dna

eNzym famili function gener human
increas level method model mutat product
role structur studi vitamin
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aJSSO Cl bind cancer carcinoma cell

combin effect flow gastric marker mutat patient
primari relat requir reSpODS signific studi suggest
surviv

972: RNA Polymerase 1T (139)

activ complex demonstr elong factor function gene
genom metanocy: 11€1ANIOMA mirna

polymeras process promot ribozym rnase
suggest transcrlpt vitro

974: Ribonucleoproteins, Small Nucle-
_olar (12)

assembl associ CompleX

compon data encod evid express geNne genom

melanoma numb er process

protein requir respons I'll& sequenc subunit
support

976: |Urinary Plasminogen Activator
(81)

activ associ cathepsin cell express
.

extracellular human inhibitor ].nva,ls

matrix metalloproteinas migrat mmp
mmp-2 mmp-9 pai-1 plasminogen tissu upa upar


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD36
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD2
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=mRNA+Cleavage+and+Polyadenylation+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA+Polymerase+II
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Influenza+Vaccines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribonucleoproteins,+Small+Nucleolar
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribonucleoproteins,+Small+Nucleolar
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Urinary+Plasminogen+Activator

977: Gelatinases| (12)

978: [Uric Acid| (30)

activ cell mng coma
develop effect express 1nvas

level .matrix model normal

p at ].e nt process product

protein rate report studi tissu

979: Purines (59)

caus concentr control diseas effect failur

gene higher increas kldnel level
mutat patient plasma rcc ren al role

serum studi subject

980: Mucoproteins (10)

activ analysi arrest base Cell control
Cy01 cyclin differ dna effect group
human identifi increas level phase studi

subject treatment

981: DNA, Superhelical (38)

assocl cell diseas domin
effect evid famili genet

genom inherit nuUMber phenotyp

prOtein provid region sampl
sequenc studi support time

982: Luminescent Proteins (93)

activ analysi chang cluster dai dna) duplex

fork gene helicas pol polymeras process protein replic
select single-strand strand studi synthesi

983: Blood Coagulation Factors (28)

Cell construct enhanc €XPIeESS fluoresc

form function gene gfp green interact mechan
model popul Process protein report tranSfeCt

transient vector

984: Histocompatibility Antigens (34)

bleed compar control develop differ effect

fa)Ctor folat homocystein human

mthfr number pa;tlent platelet rel risk

studi thrombosi treatment venou
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allel antigen cell ClaJSS complex gene

genet group histocompat hla human major
mhc molecul new present provid role select
specif


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gelatinases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Uric+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Purines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mucoproteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Superhelical
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Luminescent+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Blood+Coagulation+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Histocompatibility+Antigens

985: Immediate-Early Proteins (179)

986: |Cyclins (149)

ACLIV bind cell develop differ EXPress

factor function gene human kinas

level phosphoryl I"OHIOt rotein regul
p

respons role transcript viru

987: Silver| (10)

compar content detect determin extract
fish flow fluoresc higher

h}/brid interact method

observ probe rate sampl situ studi

techniqu time

989: NADH Dehydrogenase (19)

activ arrest Cell CYCl Cyclin

cyclin-depend express function gene inhibitor kinas
p21 p27 phase progress prolifer protein regul

retinoblastoma studi

988: Proto-Oncogene Proteins c-fos
(83)

aCt 1V cell chang effect erk express

gene human increas induc inhibit klnas
mapk pathwai phosphoryl protein rat regul
respons signal

990: |Chlorides| (48)

assoCl complex develop differ dna

gene .. mitochondri

mitochondria mtdna origin phylogenet rate
region rel relationship S€quUENC

Sp eC]. suggest tree

991: Antibodies, Bacterial| (54)

activ asthma calcium caus

channel compar
concentr control current differ
effect famili increas mean measur rate

size studi test Vahl

992: Reagent Kits, Diagnostic (44)

ant lb O dl antigen assai associ

combin detect high igg immun mab method
monoclon neutral patient phenotyp protein
respons sensit sera specif
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ASSAL base ciinic compar det ect

determin diagnosi evalu limit measur method monitor

patient posit rapid SaMpl SGHSIt specif studi
test


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Immediate-Early+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Silver
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proto-Oncogene+Proteins+c-fos
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NADH+Dehydrogenase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Chlorides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antibodies,+Bacterial
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Reagent+Kits,+Diagnostic

993: Polyethyleneimine (37)

994: Polyglycolic Acid (16)

carrier cation complex conjug dellvel’l

dna efﬁCI formul gene liposom

nanoparticl partiCI poli polym prepar

properti releas scaffold solut Surfac

995: Bacterial Vaccines (28)

cation cell compar conjug dellverl dna
effect effici formul liposom method
normal particl polym prepar
properti rate releas SUI’f&C
tissu

996: Polymers (142)

adult antigen cell ctl diseas express

grOU.p human lmmun

immunotherapi induc isol patient protect

recombin I’GSpOHS specif strain
VACCII1 year

997: Octamer Transcription Factor-3
(41)

cation conjug deliverl differ dna
eﬁCi formul liposom model nanoparticl

particl polym prepar properti releas

scaffold solut structur studi Surfa)C

998: |Ovalbumin (55)

adult cd34 cd34+ Cell chang commit differenti

embryon gene hematopoiet hsc human increas lineag

mous popul potenti precursor progenitor stem

999: Gonadal Steroid Hormones (36)

antigen asthma CGH compar control
cystic differ fibrosi gener genet
IIMIITNIUIL induc mice model
pattern [ESPOILS  select studi
treatment VACCIIL

1000: Desmin (16)

associ children control cycl develop factor

femal women wamale

popul reproduct risk sex sexual steroid
studi treatment tumor women
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associ base cell chang differ effect
femal genom hlgh level low male model

muscl mutat st

rat sequenc tissu tumor


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Polyethyleneimine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Polyglycolic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Bacterial+Vaccines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Polymers
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Octamer+Transcription+Factor-3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ovalbumin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gonadal+Steroid+Hormones
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Desmin

1001: Hepatitis B e Antigens| (28)

1002: WT1 Proteins| (46)

combin control effect group hbv hcv hepat host

lnfect liver mutat patient replic respons

rna treatment Vira]. V].ru virus year

1003: Cytochrome Reductases| (2)

analysi cancer cell chang express gene genet human

increas malign patient posit progress protein report

1004: Ankyrins| (17)

aJCt].V analysi approxim blot cancer
eﬁect enzym express ZEeNer hepat

liver major mrna prevent protect protein reduc
reduct rel western

1005: Receptors, Interleukin-6| (16)

contain enhanc express function gene interact
length long model new number patient

protein rep ea)t role short suggest

tandem termin unit

1006: |Cytokine Receptor gp130 (9)

cell correl effect function gene high
human level multlpl

p a)t j.ent rate receptor region

respons role sampl sequenc singl studi
treatment

1007: |Guanine| (169)

activ allel associ base control damag develop differ

na) gene genotyp human mutat patient
polymorph repair replic sequenc structur studi
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analysi blot cell chang demonstr differenti

effect express famili INTETaCt tevel

mlce model mous protein signal
specif StU.dl subject transgen

1008: Oxidoreductases Acting on CH-
_NH Group Donors (9)

analysi clinic diagnosi enzym famili
group human identifi increas isol
neW protein provid region respons
sampl select sequenc structur target


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hepatitis+B+e+Antigens
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=WT1+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytochrome+Reductases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ankyrins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Interleukin-6
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytokine+Receptor+gp130
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Guanine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oxidoreductases+Acting+on+CH-NH+Group+Donors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oxidoreductases+Acting+on+CH-NH+Group+Donors

1009: Calmodulin-Binding Proteins
(26)

actlV cell chromosom differ express

gene genotyp human increas
individu level pat 1ent

polymorph posit predict protein rate
studi tumor variabl

1011: Mannose (19)

1010: jalpha-Cyclodextrins) (3)

assai cation complex conjug deliveri detect
efﬁci event formul gene involv

liposom particl polym PIOCESS properti
regress Sensit surfac variabl

1012: Neprilysin (40)

analysi cell control dlﬁer effect
famili function gene h]. gh

increas level low peptid plai
pl”OduCt protein residu role
site structur

1013: Antigens, CD79 (13)

analysi b-cell carcinoma case cell cluster
develop differ disecas eXpl"eSS group

increas larg level lymphocyt

lymphoma, e

phenotyp role tissu

1014: |Antigens, CD27| (18)

aSS0C e cet d€VElOP
differ distribut eXp reSS

hlgh increas level local lOW

lymphoma pattern requir respons
role studi suggest target

1015: |Interferon Regulatory Factors
(26)

analySI assoCi base bind case

CGH detect express function gene
group increas lymphoma mutat
phenotyp protein region reveal

sequenc studi
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actlv base caus Cell compar control

decreas differ express gener group human
increas lymphocyt mice mous regul requir
respons t-cell

1016: Antigens, CD30 (23)

b-cell base case clinic cll diffus function hodgkin
immunoglobulin increas larg leukemia lymphocyt

lymphoma, s

non-hodgkin patient rituximab treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Calmodulin-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=alpha-Cyclodextrins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mannose
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Neprilysin
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon+Regulatory+Factors
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1017: Paraquat| (11)

actlv caus decreas determin effect

exposur gene high lﬂcreas level

low number oxid oxygen posit process
reactiv reduc stress valu

1019: Cysteine Endopeptidases| (69)

1018: [Antigens, Polyomavirus Trans-
_forming (44)

anim base cancer Cel]. develop express function
.

human 1arg line mlce model mous

number product respons size tissu transgen tumor

1020: Viral Structural Proteins| (62)

aCt 1v analysi cell cleavag control degrad
express function genom group indic level

process proteas prOtein residu role sequenc

Site .

1021: Hepatitis C Antibodies| (8)

analysi cell differ genom group hbv hcv hepat high

host human lIlfeCt protein region replic

sequenc structur viral Vlru virus

1022: |STAT?2 Transcription Factor (10)

adult analysi blot chang detect
differ genet EroupP incia

infect new patient preval risk test time

VII'U western women yea)r

1023: Interferon-Stimulated Gene Fac-
_ttor 3/ (4)

activ cell cluster decreas

follow gene gener includ
lncreas inhibit invas kinas level

mice promot rang requir transcript wide
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assocl caus correl cytokin effect form format
genom induc induct lead mice
pathwai receptor reduc requir resist

resp OHS signal

1024: Interferon-Stimulated Gene Fac-
_tor 3, gamma Subunit (3)

activ bind brain combin effect express

gene identif identifi kinas novel

phosphoryl promot protein receptor Screen site
transcript variant viru


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Paraquat
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+Polyomavirus+Transforming
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+Polyomavirus+Transforming
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cysteine+Endopeptidases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Viral+Structural+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hepatitis+C+Antibodies
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=STAT2+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-Stimulated+Gene+Factor+3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-Stimulated+Gene+Factor+3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-Stimulated+Gene+Factor+3,+gamma+Subunit
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-Stimulated+Gene+Factor+3,+gamma+Subunit

1025: [Interferon Regulatory Factor-7

(11)

aJCt].V chang cytokin enhanc express

gene human identifi new phenotyp promot
provid receptor region regul screen sequenc
signal studi viru

1027: Interferon-alpha (132)

1026: Mercury| (23)

air Concentl“ contamin copper

correl environment genet high influenc
measur metal pollut popul respons
sampl soil sourc speci tissu Water

1028: Interferon-beta, (73)

activ cen CytOkin express ifn

ifn-gamma il-10 il-6 immun induc

inflammatori interferon leukemia level

macrophag mutat patient product
OI1S treatment

1029: Antigens, CD86| (32)

actlv associ cell CytOkin

effect express ifn ifn-gamma il-10 il-6
immun induc macrophag month

patient product TESPONS time

treatment year

1030: |Ciprofloxacin/ (22)

activ antigen Cell develop enhanc €xpress

famili gene human immun lymphocyt product
respons role specif t-cell tissu treatment vaccin
vivo

1031: |Anticoagulants (80)

activ antibiot bacteri bacteria control dai detect
genet group host 11’lfeCt ].SO parasit

pathogen patient respons Straln

studi type virul

1032: Phenprocoumon| (3)

associ bleed differ effect factor folat

homocystein increas level metabol mthfr

patlent plasma platelet sampl

studi thrombosi treatment venou year
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allel caus concentr dai effect gene genotyp mean
.

SR o T2 1 (6} 0 LS

polymorph ratio reduc requir respect role studi valu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon+Regulatory+Factor-7
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mercury
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-alpha
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interferon-beta
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD86
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ciprofloxacin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Anticoagulants
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phenprocoumon

1033: HIV-1 Reverse Transcriptase| (51)

1034: |AIDS Vaccines| (57)

aids antiretrovir control env gag herp hlV

hlv_ 1 hsv hsv-1 human
immunodefici increas HlfeCt
mutat replic revers simplex viral Vlru

1035: HIV Protease (47)

antigen ctl data epitop herp hiv hiv-1 human

1 m mu n immunodefici

immunotherapi induc infect protect

IeSpoOIS simplex time V&CCIH viral

viru

1036: Fluorine Radioisotopes| (11)

aids data differ estim herp hiv

hlV_ 1 hsv-1 human
immunodefici IHfGCt method
model mutat patient predict simplex variabl
viral Vlru

1037: |Ganciclovir| (59)

analysi assess cell develop differenti effect

. evalu express huma)n
lmag magnet measur mechan mri

perform reson scan tissu valu volum

1038: [Uridine Monophosphate (5)

address clear cmv controversi cytomegaloviru
despit evid gene infect issu lack major patient
.

possibl question rais remaln

unclear unknown viru

1039: Antibodies, Antinuclear| (43)

activ algorithm analysi combin complex
data effect enzym method model mutat
network predict TEZIOT regul
respons SEQUEIIC e seae
structur

1040: |Vidarabine| (55)

ant ]. b O d]. antigen associ biolog

cell correl develop includ level mab mice
monoclon neutral patlent posit signific

specif studi SyStem test
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activ allogen b-cell case chemotherapi combin

dai donor effect graft ].ymphoma; new

pat].ent rate recipi respons stem

studi surviv transplant


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=HIV-1+Reverse+Transcriptase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=AIDS+Vaccines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=HIV+Protease
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fluorine+Radioisotopes
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ganciclovir
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Uridine+Monophosphate
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antibodies,+Antinuclear
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vidarabine

1041: Proline (116)

1042: Glutamic Acid (106)

allel analysi associ domaln effect

express form function gene genotyp human
mutant mut at patient

polymorph protein residu Slte
structur substitut

1043: Antibodies, Antineutrophil Cy-
_toplasmic (16)

acid activ analysi associ chang effect enzym
famili function gene increas mutant

mut a;t neuron number

protein rate role site suggest

1044: Protective Agents (10)

ant j. b O dj. antigen assocCi blood

control correl differ €Xpress genet level mab

monoclon neutral patlent phenotyp

polymorph posit size specif test

activ anim approach cell compar control

differ effect health human larg
model numb ef patient random rat

size studi treatment trial

1046: Mesna, (7)

1045: Tfosfamide| (36)

advanc case cell chemotherapi combin dai

sene meaion montn DATIENT e

receiv regimen respons studi surviv therapi
toxic treatment trial

1047: |Cytochrome P-450 CYP3A (12)

case compar control detect diﬁ‘er

high higher local low median month normal

pa)tient pattern rate report

time tissu tumor year

1048: Omeprazole| (20)

activ cyplal cyp2c9 cyp2d6 cyp3ad cytochrom
determin drug enzym famili human liver

met a)b Ol metabolit microsom

p450 patient respect studi test
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associ CAIICET clinic determin effect express

gaSt r j. C gastrointestin mucosa

number patient pylori repeat respect
respons sampl stomach studi system
treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proline
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glutamic+Acid
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytochrome+P-450+CYP3A
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Omeprazole

1049: |Proton-Translocating ATPases
(17)

acid aCtiV analysi bind chang

complex dai differ gener interact mechan
observ plai prOteln repeat reveal role
select site structur

1051: Benzimidazoles (52)

1050: Histamine H2 Antagonists| (4)

associ chang clinic dai decreas diagnosi differ
frequent genotyp 111CT€AS model observ occur

occurr patlent pattern presenc risk

studi transmiss

1052: [Famotidine (4)

activ bind Cell compar control dai

detect determin differ effect human

INcreas number patient rat resist size
studi treatment tumor

1053: Mixed Function Oxygenases (69)

cancer clinic cluster combin compar decreas

effect essenti gastric group

Increas mutat new plai random requir
role studi treatment trial

1054: |Adenylate Cyclase| (36)

activ cyp2d6 cyp3a4 cytochrom determin
develop differ drug €NZyN gene group human

interact met an Ol metabolit

microsom p450 protein respect substrat

1055: Antigens, Viral (114)

activ agonist alpha antagonist beta cell decreas effect
express function increas level ligand mediat mutant

TECEPTOT wepons e s

1056: Mucins| (72)

cell express group hbv hcv hepat high host human

1IlfeCt isol level phenotyp replic sequenc

strain test Viral V].ru virus
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associ CANCET cell compar control differ

express famili ga;St r]. C

gastrointestin gene group human mucosa
phenotyp pylori respect stomach studi tissu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proton-Translocating+ATPases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Histamine+H2+Antagonists
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Benzimidazoles
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Famotidine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mixed+Function+Oxygenases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adenylate+Cyclase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+Viral
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Mucins

1057: Dopamine (129)

1058: Carmustine (22)

affect anim associ astrocyt brain diseas disord
dopamin effect function gene glial hippocamp

increas model neuron schizophrenia

studi suggest synapt

1059: Ferredoxins| (7)

base CGH chemotherapi control develop

differ effect human increas month

patient Primarl rate
T'E€SPOIS secondari studi surviv treat

treatment tumor

1060: Formate Dehydrogenases| (1)

chang complex conform crystal data differ dynam
express function interact 1ocal mitochondri

model pattern protein region sequenc simul

wmStrUCtUr

1061: Cyclophilin Al (10)

avail base data databas discuss domain dynam
element experiment field inform insert integr

mo del paramet predict recent simul

space tool

1062: RNA Caps (24)

chang data distribut event famili form gene

human ...

protein region requir resist sampl select sequenc
treatment

1063: lalpha Karyopherins (18)

activ express function gene genom initi
model mrna process protein region
requir ribosom rna sequenc site suggest

v STANSIAL tima

1064: E2F Transcription Factors (97)

accumul affect complex cytoplasm differ export

function gene import local nucle aJr

nuclei nucleu prOtein receptor region sequenc
signal test transloc
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arrest associ cdk2 Cell cipl Cy01

Cyclin cyclin-depend express gene inhibitor
kinas p21 p27 phase progress prolifer regul

retinoblastoma role


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Dopamine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carmustine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ferredoxins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Formate+Dehydrogenases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclophilin+A
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA+Caps
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=alpha+Karyopherins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=E2F+Transcription+Factors

1065: E2F3 Transcription Factor| (9)

1066: Polyproteins (8)

aCtiV arrest caus Cell chain

CYCl cyclin delet express gene induc p21
p27 p53 phase progress reaction requir respons
tumor

1067: Galactokinase| (8)

associ cerevisia clone cluster encod express form

function gener identifi plai

recombin role saccharomyc screen select structur
suggest yeast

1069: [Basic-Leucine Zipper Transcrip-
tion Factors| (36)

aCtIV analysi cell dna exXpress
factor function ZE€I1EC genom

human identifi induc protein regul requir

reSp OI].S screen tissu

transcript treatment

1071: Carbon-Nitrogen Lyases (2)
distribut auia CI1C genom
10C&1 nuclear plal prOduC prOdUCt

protein recombin region 1"016

SeqU.GHC site speci suggest variant vitro

vivo
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analysl combin contain differ
genom infect iSOl

number pattern plant process

pI’Otell’l recombin region repeat
reveal SEQUENC site strain viru

1068: Transcriptional Elongation Fac-
tors| (16)

aCtIV associ bind complex evid

genom human initi melanoma new organ
product provid report rna sequenc studi
suggest support transcript

1070: [SUMO-1 Protein| (41)

activ cellular degr aJd finger

function human ligas mutant pathwai prion
.

proteasom p rOt e 1 n prp regul

requir stabil suggest target ubiquitin zinc

1072: |GATA4 Transcription Factor
(26)

associ cell develop differenti effect enhanc
express factor famili gene genet

heart human level member protein regul

respons woe LT ANSCTIPE


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=E2F3+Transcription+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Polyproteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Galactokinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcriptional+Elongation+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcriptional+Elongation+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Basic-Leucine+Zipper+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Basic-Leucine+Zipper+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=SUMO-1+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carbon-Nitrogen+Lyases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GATA4+Transcription+Factor

1073: [E1A-Associated p300 Protein
(21)

acetyl activ cell ChrOmMatin
control develop dlﬁer effect famili

function gene hlStOD inhibit

mechan number pattern promot recruit
regul transcript

1075: Immunoglobulin J Recombina-
tion Signal Sequence-Binding Protein
(18)

aCtIV bind CeH conserv

detect €ffect function gene group human
identifi interact mammalian new phenotyp
proteln rate recombin reduc role

1077: Guanylate Kinase (6)

assocl bind complex effect express

famili fU.HCthH gene gener genet

interact mechan model plai

protein role specif structur

studi test

1079: Multiprotein Complexes| (204)

1074: Threonine (72)

aCtIV analysi associ effect gene
genotyp group interact kinas mutant

mut a;t patient phosphoryl

polymorph protein region role sequenc
site suggest

1076: Macrophage Inflammatory Pro-
_teins (6)

aCtlv analysi blot cancer cell enhanc event

eXp reSS increas induc inhibit line

process produc product F€SPONS suggest
tumor tumour vector

1078:  |Nucleoside-Phosphate Kinase
(11)

cell complex correl develop

enzym form function increas interact mechan
phenotyp protein regul role select structur
suggest system target time

1080: [Phosphotyrosine (47)

et s e COIMIPLEX

COMPON compos consist contain essenti form format
function interact mediat process protein recruit requir

structur Subunit
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aJCt].V cell express function human

inhibit klﬂas mechan pathwai phosphatas
phosphoryl protein receptor regul requir role
Slgnal src stat3 tyrosin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=E1A-Associated+p300+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Threonine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Immunoglobulin+J+Recombination+Signal+Sequence-Binding+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Immunoglobulin+J+Recombination+Signal+Sequence-Binding+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Macrophage+Inflammatory+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Macrophage+Inflammatory+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Guanylate+Kinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Nucleoside-Phosphate+Kinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Multiprotein+Complexes
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphotyrosine

1081:  |Phosphotransferases (Alcohol
_Group Acceptor) (90)

a)Ct].V analysi associ enzym
express form function gene

human kinas mutant mut at

pathwai patient phosphoryl protein regul role
studi substrat

1083: TATA Box Binding Protein-Like
_Proteins (2)

activ analysi dna essenti fragment

gene independ p53 pathwai predict promot

regress relationship requir signal signific transcript
variabl variat

1085: Toll-Like Receptor 4 (75)

1082: TATA-Box Binding Protein (29)

activ associ bind chang complex develop

element express factor gene human identifi

interact patient promot protein

region regul site transcript

1084: Interleukin-12/ (134)

cell cpg CytOkin gene ifn

ifn-gamma il-10 il-4 il-6 immun induc
inflammatori interferon interleukin Ips
macrophag patient product reSpons

stimul

1086: HLA-B35 Antigen (3)

control cpg Cyt Okin ifn

ifn-gamma il-10 il-4 il-6 immun induc
inflammatori interferon interleukin lps

macrophag odn product receptor
re pO S stimul

1087: Allergens (71)

acid assai class clinic codon detect diagnosi
gener identif identifi normal novel

patient peptid SCTE€E1 sensit

specif studi substitut tissu

1088: Antigens, Bacterial (115)

alrwal allerg allergen analysi

asthma cftr CySth diseas

eosinophil ﬁbrOS]. ige increas obstruct

patient pulmonari respil"atOI’l
IeSPOILS sever studi ventil
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activ antibodi assai cancer cell detect differ
function gastric gene infect

1801 protein sensit sequenc specif
Strain i e


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphotransferases+(Alcohol+Group+Acceptor)
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phosphotransferases+(Alcohol+Group+Acceptor)
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=TATA-Box+Binding+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=TATA+Box+Binding+Protein-Like+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=TATA+Box+Binding+Protein-Like+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Interleukin-12
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Toll-Like+Receptor+4
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=HLA-B35+Antigen
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Allergens
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+Bacterial

1089: |Gentian Violet (7)

1090: Phenazines (10)

adult cell Chang clinic
distribut effect express

fa;m].h. higher level 10(3&1
method phenotyp presenc
protein l"ate requir SeleCt

valu year

1091: POU Domain Factors (11)

CGH combin determin
devel()p differ distribut

carli eﬁect express form format
gene inhibit isol 100&1

methOd strain studi subject

techniqu

1092: MicroRNAs| (133)

analysi approxim deve]op differ
evolut €XPIeESS function human identifi
mechan molecular new period point rel

respons screen select studi tlme

1093: Viral Fusion Proteins (36)

demonstr elong express gene genom interfer melanocyt

melanoma microrna mirna pol polymeras

requir ribozym r rnase sirna small transcript

vitro

1094: Tnsecticides| (76)

cell complet demonstr d1ffer express fusion
gene hcv human 1I1fe(3t partial pattern

pI"OtelIl replic specif structur vector
viral Vlru virus

1095: Acetamides (24)

activ analysi case concentr
develop differ effect function gener
group human increas INATVIAU infect
inhibit model new patient respons
studi
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carcinogen chemic control differ

drOSOphﬂa effect expos
eXp OSU.T fli health host insect

larva melanogast model mutagen speci studi
toxic wing

1096: |Hemagglutinin Glycoproteins,
_Influenza Virus (21)

acid activ alter associ bind Chang develop
express gene group increas lnfect isol

model mutant replic strain viral Vlru

virus


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gentian+Violet
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phenazines
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=POU+Domain+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=MicroRNAs
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Viral+Fusion+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Insecticides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acetamides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hemagglutinin+Glycoproteins,+Influenza+Virus
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Hemagglutinin+Glycoproteins,+Influenza+Virus

1097: Iron| (206)

1098: Eosinophil Cationic Protein (1)

activ Darrier commun connexin contact
coupl demonstr dose form gap gene hfe

. indic IIOH irradi
JUNCHION radiat stuas

suggest tight

1099: Ribonuclease, Pancreatic| (26)

absenc diverg divers duplic evolut evolutionari

fa;m].l]. histori identifi includ individu

member origin presenc rang reglon sequenc
suggest varieti wide

1100: Rosaniline Dyes| (8)

differ endotheli factor famili gener growth
high identifi level melanoma member

number process product prot e].n

requir I'NA role stabil subject

1101: |Amino Acid Transport Systems
(15)

analysi approach case Ceu chang
detect determin differ genom

larg lesion level hght organ posit sequenc
size Specif stain studi

1102: [Starch (36)

aCld amino anim associ develop

earli express function gene human

increas interact membran model posit
protein role sampl studi transport

1103: DNA, Recombinant| (66)

access barlei crop cross cultivar differ
diploid gene grain hybrid line maiz parent

plant rlce select ssr Whea)t

wild yield

1104: Deferoxamine (23)

cell chang construct contain effici express

gene genet genom homolog human
increas method plasmid I’eCombln

select sequenc transfer variant VECtOT
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aCtIV associ barrier Cell

chang detect effect form format gap
gene group 1ON JUNCH10N model
requir role sampl studi suggest


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Iron
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Eosinophil+Cationic+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ribonuclease,+Pancreatic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Rosaniline+Dyes
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Amino+Acid+Transport+Systems
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Starch
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA,+Recombinant
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Deferoxamine

1105: Smad4 Protein| (51)

1106: Sepharose (19)

activ bmp cartilag cell chondrocyt collagen
express factor fbroblast
OTOWEN bsman e e
respons Signal smad suggest gf—beta
taf-betal transform

1107: alpha-L-Fucosidase (1)

analysi blnd cell develop

dna domain eﬁect express extract
form gene genom high human
interact method process protein site
structur

1108: RNA, Transfer, Amino Acyl (16)

adapt coli COI'I'el dna element environ enzym
evolut fit index insert integr natur posit protein

relat relationship Select signific stabil

1109: Indicators and Reagents (78)

acid bind chang codon control form
format fU_HCthH gene
genom iiti level INTTa

protein ribosom rna sequenc site structur

translat

1110: Fixatives (16)

activ allow analysi appli applic base cell
compound detect develop effici extract human

met hO d procedur protocol rapid

simpl standard techniqu

1111: RNA Probes (23)

biopsi combin detect develop express gene
genom histolog human hybrid
immunohistochem lesion

met hO d number specif

specimen stain studi techniqu tissu

1112: RNA, Algal (6)

analysi cell detect differ EXPIress
famili fish fluoresc function gene

hYbr].d identifi method normal

probe screen S1tU specif studi tissu
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analysi compar content determin differ effect

enhanc flow gene ZEIO0II higher
model rate reduc TESPONS rrna Sequenc
spec1 specif subject


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Smad4+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sepharose
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=alpha-L-Fucosidase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Transfer,+Amino+Acyl
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Indicators+and+Reagents
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fixatives
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA+Probes
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Algal

1113: Lipoproteins, HDL (35)

1114: Lipoproteins| (110)

activ apoe€ apolipoprotein associ

atherosclerosi ChOleSterOI diseas gene

group hdl increas ldl level 11p1

lipoprotein metabol plasma studi total
triglycerid

1115: Lipoproteins, LDL (46)

activ analysi apPO€ apolipoprotein associ

el cholesterol develop differ
effect function increas 1dl level

].].p]. lipoprotein metabol patient

plasma studi

1116: Phospholipases A/ (30)

apoe apolipoprotein associ atherosclerosi

ChOleS.teI:Ol effect hdl increas 1dl
level hpl lipoprotein 1ow

metabol patient plasma studi subject total
triglycerid

1117: Buffers| (44)

acid activ analysi conserv decreas i]ll l er
eﬁect express form
fUNCtION o bien increas

inhibit inhibitor level pattern reduc
structur studi

1118: [Sodium Channels (98)

activ analysi associ chromatographi detect

determin differ dna effect eXtraCt
fraction liquid mass methOd

prepar protein sampl separ structur studi

1119: Fimbriae Proteins (11)

activ atp ca2+ calcium cam

Ch annel current function gene

genet intracellular ion mutat potassium
potenti region releas respons sequenc sodium

1120: Pheromones (55)

activ aSSOCi base cell detect dna
e infect 150l model mutant

number phenotyp plasmid rate recombin
role select strain studi
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v e e ATOSOPh1] A

femal fli fly gene group host insect larva male
melanogast mosquito select speci suggest wing
yeast


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lipoproteins,+HDL
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lipoproteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lipoproteins,+LDL
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Phospholipases+A
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Buffers
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sodium+Channels
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fimbriae+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pheromones

1121: Iron-Binding Proteins (26)
activ barrier bind contact function gap

geﬂe group human idic
iron junction local mutat
patient respons select

structur Studi suggest

1123: Methionine| (96)

1122:  |Adenomatous Polyposis Coli

_Protein, (37)

apc (szII(jeI cell cOlon

COlOl"eCt control crc develop evid gene
1ncreas instabl methyl mutat normal pathwai
repeat signal support tissu

1124: Powders| (8)

activ affect e assocl

control differ effect factor f&mlll gene
genotyp increas mutat

pOlymOl"ph risk schizophrenia
site structur Studi suggest

1125: Valine| (90)

differ ...effect wo s

measur mechan method model movement
new pattern product reduc reduct select

space structur type valu

1126: RNA, Fungall (107)

acid activ affect allel analysi ASSOCI
clinic codon differ frequenc gene genet

genotyp mutat
patient polymorph

popul studi substitut suggest

1127: |GTP Phosphohydrolases (54)

activ analysi cerevisia function gene
identifi isol mrna mutant pathogen protein

requir rna saccharomyc sequenc speci strain

suggest translat ye aSt

1128: |Cytochromes| (8)

actin activ Cell cytoskeleton enhanc

famili filament function identif
interact member M1grat mutat patient
polar protein regul rho role suggest
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analys analysi base case chang compar
effect geﬂe higher increas
metabol mitochondri new number Iat€
reduc FCSPOILS reveal speci time


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Iron-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adenomatous+Polyposis+Coli+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adenomatous+Polyposis+Coli+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Methionine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Powders
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Valine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Fungal
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP+Phosphohydrolases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytochromes

1129: Succinic Acid| (10)

1130: Ubiquinone (30)

aCId activ amino behavior cognit
concentr condit develop earli

eﬂzym higher increas model

perform phenotyp rate select structur
substrat valu

1131: 5’-Guanylic Acid (5)

activ concentr conform crystal decreas determin
develop dna effect fold form increas rang reduc

reduct repeat specif St ruct ur target

valu

1133: Chitinase (16)

base compar control cytochrom dna effect famili
function gene group increas involv level

mitochondri

mitochondria mtdna oxidas patient studi
suggest

1132: |Antineoplastic Agents, Alkylat-
_ling (124)

agent chemotherapi clinic combin dna drug

effect new p a;t ie nt primari

respons studi surviv therapi tissu toxic

transplant treat trea)tment tumor

1134: Ceruloplasmin (25)

aspergillu decreas effect express famili

function fungal fungi fungu

group 111CTE€as isol
mutant pathogeﬂ Plant produc

sampl sequenc SpeCI time

1135: Ferrous Compounds| (16)

aCtIV assal concentr condit
degre detect express high

human increas method
patlent process Product

sensit specif Sta;te treatment

tumour year
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assOCl case ClINIC control develop
diagnosi dlﬁel‘ function increas liver

model mutat organ patient

popul process report role StU_di
treatment

1136: Fanconi Anemia Complementa-
_tion Group Proteins (21)

activ bind Cell complex CONtrol defect
defici dna factor form function gene
human INCreas interact mechan new

patient

protein risk


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Succinic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ubiquinone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=5'-Guanylic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antineoplastic+Agents,+Alkylating
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antineoplastic+Agents,+Alkylating
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Chitinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ceruloplasmin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ferrous+Compounds
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fanconi+Anemia+Complementation+Group+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fanconi+Anemia+Complementation+Group+Proteins

1137: Saponins (16)

1138: [Factor V| (93)

analysi cell combin compar
compound concentr

deriv develop differ earli
eﬁect follow group increas

level persist rate respect studi variabl

1139: Prothrombin (70)

associ bleed coagul control faJCtor

folat homocystein leiden mthfr patient plasma
platelet reductas risk studi test thrombin
thrombosi venou vitamin

1140: RNA Precursors (87)

associ bleed coagul control diseas

factor folat gene group homocystein

increas mthfr patient plasma platelet risk
studi thrombin thrombosi venou

1141: Ribonuclease P| (14)

cell combin complex control effect human

identifi interact melanoma method

polymeras product protein region requir
rna sequenc site structur transcript

1143: Kainic Acid (23)

altern aier encoa €X01 gene identifi

intron isoform iack melanoma mrna novel
report I'lla sequenc site Spllce suggest

e VArlant

1142: |[Excitatory Amino Acid Agonists
(34)

anim brain chang control dai earli effect

increas mice model neuron

patient Trat rolke stage studi time treat
treatment week
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acid astrocyt base bdnf behavior brain cell control
differ dopamin effect glial glutam hippocamp interact

neural receptor suggest
synapt

1144: Antigens, Differentiation, T-

_ Lymphocyte (32)

activ analysi associ Cell compar control
data diseas €XPpress gene genet immun increas

lymphocyt number rate sampl studi t-cell
treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Saponins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Factor+V
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Prothrombin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA+Precursors
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1145: HLA-DR Antigens| (147)

1146: Pregnadienediols| (5)

allel antigen associ cell ClaJSS complex

drbl histocompat hla human kir leukocyt major
mhc molecul natur patient present specif type

1147: [Serotonin/ (80)

analys analysi decreas eﬁect

express hlgh improv INCreas level low

new patient protect provid reduc reduct

reveal state treat trea)t ment

1148: Protoporphyrinogen Oxidase (5)

activ adhd anxieti associ behavior bipolar control

depress differ dlsord find genet major

mental person psychiatr serotonin sleep studi
symptom

1149: Oxidoreductases Acting on CH-
_CH Group Donors (35)

acid actlv analysi associ catalyt control differ
enzym express gene genom group

human increas level mutant new reaction studi

substrat

1151:  Receptors, Antigen, T-Cell,
alpha-beta (61)

abil clinic enzym high level low mechan mice

molecular mutant mutat pa)tj.ent

phenotyp region sequenc sever state studi
target wild-typ

1150: Galactosylceramides (10)

analysi bind Cell compar determin differ
enhanc flow Zroup higher increas mice
patient product rate structur studi system
vitro vivo

1152: |Antigens, CD1] (35)

cd4 cd4+ cd8 cd8+ Cell develop differ express

famili group il-2 immun lymphocyt member natur
new protein receptor t-cell ter
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analysi case cd4 Cell class decreas develop

express gene human immun increas lymphocyt
mechan Mice molecul new respons role t-cell
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1153: |Electron Transport Complex IV
(76)

activ analysi cytochrom differ dna genet indic involv

mitochondri

mitochondria mtdna oxidas phylogenet popul
region relationship sequenc SPECI suggest tree

1155: Antimutagenic Agents (39)

1154: Tryptophan Hydroxylase (21)

adhd anxieti associ behavior bipolar control

depreSS differ dlSOrd function genet

group patient person psychiatr sampl serotonin
sleep studi symptom

1156: (Carotenoids (48)

assess carcinogen cell chemic concentr control

damag €fECt expos eXp osur

frequenc genotox increas indic induc mutagen
potenti reduc signific toxic

1157: Proprotein Convertases (6)

caus cell complex concentr evid EXPIress
factor famili form format geﬂe

genom growth involv lead member process
residu site support

1159: [Chitin| (20)

CONCENTT oo serorms ettt

gene higher 1nCreas low lower measur ImiCrog

microm micromol MiN number plasma rang respect
salt valu

1158: Glucan
Glucosidase (4)

Endo-1,3-beta-D-

adapt cell core data encod evid evolut fit
ZENE identifi mutant natur open protein read

report Select studi suggest support

1160: beta-Glucans (16)

actlv cen chang complex defect effect
function fungal gene group

human s mut a)nt mutat

pathogen rat requir respons speci wild-typ
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cell control decreas develop diseas eﬁeCt
enhanc 1I1NCreas induc induct isol pathogen
produc product protein reduc

resp OnS role sampl treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Electron+Transport+Complex+IV
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tryptophan+Hydroxylase
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1161: Helminth Proteins (33)

1162: Antigens, Helminth| (16)

caenorhabd dispers distribut ecolog

elegan express forest function gene
habitat model product region rel sampl sea

season sequenc Sp eCI studi

1163: Hemoglobin A, Glycosylated|(39)

analysi antibodi chang combin dai
decreas detect effect express gene high

lﬂcreas infect level .
patient ... protein

S am p 1 test treatment

1164: |Cyclohexanes| (20)

analysi assess associ control correl

dla)b et effect fast gluCOS group

increas lnsuhn measur mellitu metabol
patient peroxisom score studi subject

1165: Phenylalanine (59)

activ cell compar compound control differ effect

signific structur studi treatment trial vitro vivo

inhibit model rat respect select

1166: Ethylenes| (20)

associ bind chang code codon differ

function gene identif ldeﬂtlﬁ
increns mutant &n&t %t novel
protein role r e site
structur substitut

1167: Hemoglobin A2 (3)

activ arabidopsi control develop flower gene

group leaf leav plant pollen product

region regul respons root seed sequenc structur
studi

1168: Opsin| (37)

clinic control defici diagnosi diagnost
differ factor genet healthi identifi

methOd patient report l”iSk screen
site studi SUbJ eCt techniqu

variant
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acuiti amd cone degener detach develop
function human local macular optic
photoreceptor pigment retln retina

rod studi time vision ViSU_al
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1169: L-Lactate Dehydrogenase| (62)

1170: Receptors, CCR5| (64)

activ analysi associ CGH compar
control decreas develop effect enzym

express function gene gI‘OUp

increas level
p&tlent protein serum studi

1171: |Aspergillus Nuclease S1| (8)

aids associ differ earli gene group herp hlV

hiV—l nsv-1 human
immunodefici ll”lfeCt
nf-kappab number respons Select simplex
viral Vll"U.

1172: Tetrodotoxin| (15)

analysi cell clone data effect express form
format gene gener method model new

protein provid I‘egIOIl select

S eque n C structur studi

1173: |Arginine| (219)

adapt alter Ch&ng channel concentr
effect evolut huma)n increas local

mechan model plai receptor resist

IeSpons role select i

studi

1174: Nucleic Acids (28)

activ allel associ cleavag codon domain famili
function gene genotyp increas mutant

mutat

protein residu Site substitut

patient polymorph posit

1175: Somatomedins (20)

chang control decreas effect TACLOT famili function

. growth

human igf-i increas insulin-lik level respons stimul studi

health height hormon
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-
aCId amino approach detect dna fatti

function gene human hybrid identifi method model new
nucleic number process protein respons retino

1176: [Proliferating Cell Nuclear Anti-
gen| (142)

ecell L differenti

dna express increas induc model patient pcna prolif

PrOLer prorein resut reptic rote stnas sussest

termin


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=L-Lactate+Dehydrogenase
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proliferating+Cell+Nuclear+Antigen

1177: Transcription Factors, TFII| (25)

1178: Endonucleases| (63)

ity st s COTNIPIEX

compon differ dna effect factor form function
gene interact promot protein requir subunit
target time transcript

1179: Transcription Factor TFIIH| (9)

dna} element excis g€Ne genom Zroup method

polymeras repair replic sensit strand

1180: Vesicular Transport Proteins (71)

chang complex dna express g@lle
genom interact melanoma model new normal

patient process regul Ina size small time
tissu transcript

1181: (Cations (83)

activ cellular complex function gene identifi
interact intracellular local mechan

MEMDIAN iy

protein requir surfac traffick transport
uptak vesicl

1182: Polyubiquitin/ (19)

cation channel complex conjug deliveri

differ dna elr_ﬁCi formul gene human

liposom particl polym prepar properti
s st s SUTTAC

1183: Mannose-Binding Lectin (29)

cell cellular degrad demonstr finger indic

ligas pathwai prion process proteasom

PTOTEIN 1y et e st

suggest target ubiquitin zinc

1184: Dacarbazine| (74)

demonstr deriv design differ displai gene genotyp group
.

identifi level novel patient p eptld

polymorph recogn recognit role specif studi synthet
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activ chemotherapi clinic glioblastoma glioma
group malign month new patlent

p r ]. m arl respons secondari studi

therapi toxic treat treatment trial tumor


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Transcription+Factors,+TFII
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1185: Excitatory Amino Acids| (2)

1186: Gene Products, tat| (48)

affect data event evid genet involv

mechan molecular p53 plai popul process
provid role schizophrenia studi suggest support
treat treatment

1187: (Ceramides (39)

activ bind effect €XPIESS ENE gener

niv hiv-1 human immunodefici
infect peptid pI‘OtelH
target therapi tissu transfer VECTOT

viral VlI’U.

1188: (Gangliosides (34)

accumul activ
ap OptOSl associ bcl-2 CeH

control death deposit diseas enhanc

express function genom 1I1N1Creas induc
organ storag studi suggest

1189: Fenretinide| (19)

activ apoptosi cancer Cell control
drug effect enhanc factor famili growth
increas induc patient reduc respons risk role
tissu treatment

1191: [Sialyltransferases (10)

activ Cell chang develop earli express
famili increas line new promot provid region
role sampl sequenc stage studi treatment tumor
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accumul .
ant].b()d]. antigen case caus
cell deposit deVelOp diseas earli

effect express gene group level reduc
storag suggest tumor

1190: bcl-2 Homologous Antagonist-
_Killer Protein, (42)

e APOPTOST apopo b

bcl-2 caspas caspase-3 cell control death induc
induct inhibit inhibitor pathwai proapoptot protein rate
releas surviv

1192: p300-CBP Transcription Factors
(7)

aJCt].V bind complex effect identifi

induc induct interact mechan organ p53 protein
report T€SPOILS screen site studi target time

transcript


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Excitatory+Amino+Acids
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gene+Products,+tat
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ceramides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Gangliosides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fenretinide
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sialyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=p300-CBP+Transcription+Factors

1193: CREB-Binding Protein (41)

1194: Nelfinavir (5)

acetyl activ analysi cell
chromatin combin function

gene hlSt OI1 nhuman interact

new protein rate recruit regul role studi
target transcript

1195: Proto-Oncogene Proteins c-abl
(29)

assess aJSSO Cl children dai gene

genet haplotyp hiv-1 infect measur

pa;tlent polymorph popul ratio

resist risk score snp valu viru

1196: |High Mobility Group Proteins
(96)

aCt lv associ cell effect kIHaS

local number p53 patient phosphatas
phosphoryl protein regul role sampl
Slgnal stat3 structur target tyrosin

1197: Doxycycline (65)

activ CeH deVelOp differenti
eXpress factor femal

gene growth human male

regul role sex signal specif tgf-beta time
transcript transform

1198: rapl GTP-Binding Proteins| (20)

carri cell chain construct contain control effici
express function ENE group homolog human

miee plasmid s TECOIMDITN

respons transform vector

1199: Hypoxia-Inducible Factor 1 (94)
angiogen ANZIOZENES] antiangiogen cell densiti

s €IdOthEll factor

gI'OWth hif-lalpha hypox hypoxia
hypoxia-induc induc microvessel respons

VaSCUIar Vegf vessel vhl
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actin a)Ct ].V associ cell effect enhanc

function induc inhibit mice migrat normal
protein rate regul respons role sampl suggest
tissu

1200: Hypoxia-Inducible Factor 1, al-
_pha Subunit (190)

angiogen angiogenesi antiangiogen densiti

s €dOthell factor

growth nit.1 hif-lalpha huvec hypox hypoxia
hypoxia-induc induc microvessel VaSCUlar
Vegf vessel vhl
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1201: Radiation-Protective Agents| (76)

1202: DNA Probes, HPV| (9)

beam biolog damag dOSe effect expos exposur
fraction gamma group ion ioniz II’I'adl

ra)d].a./t radiation-induc radiosensit

radlotherapl rai surviv x-rai

1203: |Catechol O-Methyltransferase
(48)

aﬁeCt associ control effect evid

examin find implic influenc investig involv met
possibl relat report 5chlzophrenla signific

studi suggest unaffect

1205: Collagenases| (25)

aCtIV Cell control effect express

extracellular function hlmMan inhibitor

iﬂV&S levet MALTIX

metalloproteinas migrat mmp mmp-2 mmp-9

normal rate tiSSU.

1207: lalpha-Tocopherol| (23)

associ cancer CeerC cin cytolog

detect th human intraepitheli lesion

neoplasia normal papillomaviru posit presenc
squamou studi tissu type women

1204: Neuraminidase (22)

acld activ amino bind chang decreas
differ express famili function gene

group i n Cre aS infect number

report respons studi treatment viru

1206: Thiobarbituric Acid Reactive
Substances (32)

antioxid control damag decreas effect group

increas level OX].d OoxXygen patient

peroxid protect radic reactiv reduc ros speci
stress superoxid

1208: Arsenites (24)

antioxid Conceﬂtr dai damag

decreas effect express famili gene
gI’OUp INCreas min number

Ode OXygen protect rate reactiv

respons stress
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activ analysi associ cell control effect
express function gene human
identifi level major prlmarl process rate

rel size Sp eC].f treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Radiation-Protective+Agents
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Probes,+HPV
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Catechol+O-Methyltransferase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Neuraminidase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Collagenases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Thiobarbituric+Acid+Reactive+Substances
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http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=alpha-Tocopherol
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Arsenites

1209: Oxidants| (65)

1210: Fatty Acid Desaturases| (15)

activ antioxid damag free glutathion increas
.

induc level Ode oxXygen peroxid

protect protein radic rate reactiv ros speci
stress superoxid

1211: Peptidylprolyl Isomerase (17)

. )
aJC].d alter AIMINO cell chang develop effect

fatti function gene high male mutat rate repeat respons

retino sampl select tissu

1212: |Aromatase (41)

actlv affin anim blIld cell develop domain
enzym gene genet genom human interact

wodel s PTOTEINL e

specif target

1213: Angiogenic Proteins (21)

assocl breast CANCET cycl

express follicl gene hormon

INCreas mutat ovarian pregnanc
reproduct risk steroid StU.di
time tissu treatment W OTT1CT1

1214: Neuropeptides| (107)

activ anglogenesi effect
endotheli factor
function gene genet growth identifi
increas influene 1€VEl normal rat

repeat role tissu vascular vegf

1215: Receptors, Androgen (173)

activ analysi associ brain Cell control
develop differ EXPIeSS gene increas

mechan model N€UTI'OIl new number protein
rat receptor role

1216: Interleukin-4 (130)

AILCCT
activ androgen associ (Jd) control

differ femal function increas Incap male number patient

progress PLOSEAL psa receptor repeat sex sexual
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CGH control cpg CytOkln

express ifn ifn-gamma il-10 il-4 il-6 immun
induc inflammatori interferon interleukin

macrophag product T'€SPOILS role stimul


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oxidants
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Fatty+Acid+Desaturases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peptidylprolyl+Isomerase
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1217: Interferon-gamma, Recombinant

(®)

cell chang control data decreas estim gene

high identiﬁ.increas le\/el low
method pa)t].ent product region

sequenc subject time treatment

1219: Exoribonucleases (19)

1218: RNA Helicases| (66)

analysi cell dna earli eXpl”eSS

famili function gene genet group human
identifi interact melanoma patient protein
replic I'T1Q screen suggest

1220: Taurine| (20)

aCt IV associ complex develop

express function ZENE human initi
level melanoma Mrna plai process
protein requir I'T1a role site
translat

1221: Zebrafish Proteins| (112)

acid activ analysi combin
concentr dai develop effect express
f&mlh increas member oral patient

respons reveal studi time treat

treatment

1222: |Glutamyl Aminopeptidase (2)

conserv de\/el()p embryo
embryon EXPI'ESS function gene

human mammalian mechan morphogenesi
mous neural organ pattern regul requir
role vertebr zebrafish

1223: |Adenylyl Imidodiphosphate (9)

compar complex content data differ estim flow
form higher lower method patient peptid Plai

I'ate recent rOIG structur suggest

versu

1224: Pyrimidine Nucleotides (5)

analysi bind cell complex conform crystal
function genom identifi increas mutant normal
rate regul respons reveal specif state

structur ..
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aJCt 1V allel code codon combin genotyp

new nucleotid plai polymorph provid region
regul repeat role select sequenc structur studi

substitut
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1225: Lithium Chloride (12)

activ ASSOCI beta-catenin cell conserv enhanc
express form human increas involv

pathwa]. presenc process rat regul
Slgn a)l suggest time wnt

1227: Progesterone| (95)

1226: |Amino Acids, Branched-Chain
(9)

aJC]. amino cluster control decreas fatti

high identifi increas length level low patient product
repeat retino role screen short substitut

1228: Drug Implants (9)

activ assist CYCI develop follicl fsh
hOI"mOIl increas ivf number ovari
ovarian pregnanc progesteron

reproduct steroid stimul studi
testosteron Women

1229: |Follicle Stimulating Hormone
(69)

activ art assist control Cy01 estradiol follicl
fsh hOTmOH ivf ovari ovarian
pregnanc progesteron reproduct

SterOid stimul studi testosteron

WOIIET

1231: Peptides, Cyclic| (57)

concentr condit dal data degre dose effect
follow genet genom higher initi origin patient

rate studi therapi time treat

treatment

1230: Amphotericin B| (21)

activ aspergillu case children
COmbln concentr eﬁeCt
fungal fungi fungu human isol pathogen

produc product reduc speci time treat

treatment

1232: |Antifungal Agents (103)

activ bind cell compar control detect
develop differ function gI"OU.p human
increas method model number

patlent peptid studi vitro vivo
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aspergillu caus fungal fungl

fungu fusarium host human inocul ].SO

p at hogen patient plant

produc product Speci spore var wall
yeast


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Lithium+Chloride
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Amino+Acids,+Branched-Chain
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Progesterone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Drug+Implants
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Follicle+Stimulating+Hormone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Amphotericin+B
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Peptides,+Cyclic
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antifungal+Agents

1233: Cyclic N-Oxides) (11)

1234: Citrates (4)

Cell condit dai decreas degre differ
differenti enhanc high increas larg

].evel low normal oxid prolifer size small
stress tissu

1235: Merozoite Surface Protein 1| (9)

compar concentr condit degre differ

gener health hlgh higher identifi
level IOW lower MICE mitochondri
mous ra e repeat respect screen

1236: |Adhesins, Bacterial (23)

cell differ evalu genom hypothesi isol malaria mice
perform product protein sampl select sequenc signific

statist strain studi t E}St time

1237: Tmidazoles| (142)

activ analysi clinic determin diagnosi gene
genet host human increas individu infect

].SO pathogen protein rate sequenc

specif Straln type

1238: Dieldrin (4)

acid &Cth bone cancer Cell
combin compound dai differ GleeCt

exposur Zroup human increas inhibit
kinas protein rat studi treatment

1239: |Carcinogens, Environmental (22)

acquir clinic confer diagnosi drosophila drug genet
identifi mdr1l method multidrug mutat plant popul

.

1240: Oncogene Proteins| (176)

analysi carcinogen caus chemic control develop

effect expos eXp OSU_I' form

format gene genotox human increas level
mutagen process studi toxic
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activ analysi Cell control develop

dlseas express function gene

hormon human line mutat overexpress patient
protein studi surviv thyroid transform


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclic+N-Oxides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Citrates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Merozoite+Surface+Protein+1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adhesins,+Bacterial
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Imidazoles
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Dieldrin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carcinogens,+Environmental
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Oncogene+Proteins

1241: Kruppel-Like Transcription Fac-
_tors (64)

activ cell develop differenti earli express
factor function gene human increas mutat

number phenotyp promot regul repress respons

wa UTANSCIIPT

1243: RNA, Bacterial (116)

1242: Triparanol (1)

beta-catenin defect effect environment
express factor genet influenc mrna

mut ant . mutat pain
pathwai e SIZNAL s

trait twin variat wild-typ

1244: Cathepsins| (38)

analysi bacteri bacteria

COh differ escherichia eukaryot
gene isol mrna organ rdna region

ribosom TR SCJUETIC

similar speci strain translat

1245: Acid Phosphatase (25)

activ associ CGH control earli
€XPpress function ZCIEC genet

increas HlV&S matrix patient

popul protein requir select studi tissu
tumour

1246: Luteinizing Hormone (63)

aCld aCtIV analysi associ

cell combin develop differ
effect o gene
method model new number

rate respons stimul
structur studi

1247: Cysteamine| (11)

assist control CycCl follicl fsh group
hOI’H’lOH increas ivf ovari ovarian
pregnanc progesteron reproduct

SteI’Oid stimul studi testosteron

treatment WO m e n

1248: |Anthracyclines (61)

case caus cell clinic codon differ effect
embryo inhibit method model

HOl"mal patient product rat sever
studi substitut tlSSU treatment
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activ advanc agent cancer chemotherapi
cisplatin combin dai drug effect median

pa)t lent phase rate regimen resist

respons surviv toxic treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Kruppel-Like+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Kruppel-Like+Transcription+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Triparanol
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=RNA,+Bacterial
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cathepsins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acid+Phosphatase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Luteinizing+Hormone
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cysteamine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Anthracyclines

1249: Bleomycin/ (90)

1250: Xylosidases (2)

agent CANCET cell clinic compar control

dna drug effect gene group increas hlng
lymphoma patient respons studi treat

treatment ...

1251: Spectinomycin (6)

+
achiev aJCt]. V approach assess biolog design

evalu limit measur mutant N€W optim provid recombin

scale SCOT€ strategi success system t€St

1252: |Complex Mixtures (29)

base contain control core drug encod gene
genet identifi isol mutant mutat new open

recombin region research reS 1 St

SequeDC strain

1253: Receptors, FSH) (10)

analysi associ compar data determin differ

effect extract funCtiOIl gel

group increas mass mOdel

number ratio risk role sampl studi

1254: Qb-SNARE Proteins| (3)

COHth] cycl event follicl ZET1€
hormon involv model ovarian posit

pregnanc prO CGSS receptor

repeat reproduct steroid studi test

WOINIECN year

1255: | GTP-Binding Protein gamma
_Subunits| (13)

a;Ct 1V associ chang Complex

effect express identifi increas level
phenotyp product protein

receptor repeat report

respons screen select studi suggest

157

accumul affect alter area Ch a)ng

complex data decreas evolut increas inhibit initi
mechan molecular mutant mutat origin specif
structur syndrom

1256: |(GTP-Binding Protein beta Sub-

_[units| (12)

actilv allel alpha ASSOCI beta bind
complex enhanc famili gene genotyp
increas interact polymorph protein

receptor respons role studi

suggest


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Bleomycin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Xylosidases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Spectinomycin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Complex+Mixtures
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+FSH
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Qb-SNARE+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP-Binding+Protein+gamma+Subunits
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP-Binding+Protein+gamma+Subunits
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP-Binding+Protein+beta+Subunits
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=GTP-Binding+Protein+beta+Subunits

1257: Pulmonary Surfactant-

_Associated Protein A (9)

actlv allel associ CANLCET compar

COthOl €XPress frequenc
function gene genotyp individu

local 1ung new normal polymorph

risk tissu variant

1259: Pulmonary Surfactants (9)

ASSOC1 cancer children combin compar
concentr control gene healthi level

hlng measur mice model serum
studi SUbj ect tumour valu variabl

1261: Glutamine| (61)

1258: Pulmonary Surfactant-

_Associated Protein D) (6)

bind cancer eXpress genet high

human ..level ..
lung new posit product PrOte1N

region sequenc serum size small time

1260: Tissue Inhibitor of
_ Metalloproteinase-1 (49)

activ cathepsin CEll express extracellular

increas inhibitor ].nvas matl‘lX

metalloproteinas migrat mmp mmp-2 mmp-9
pai-1 plasminogen role tissu upa upar

1262: Pyrazoles (74)

aCtIV anim aSSOCI chang diseas effect

enzym famili genet hulman

increas interact model mutat product residu
site studi substrat suggest

1263: |Cyclooxygenase Inhibitors (142)

activ agent analysi associ cell COX-2 decreas
drug effect increas inhibit

INNIDITOT et recentor

reduc resist select studi suggest treatment

1264: Leucovorin (103)

agent anti-inflammatori chemoprevent COX-2
cyclooxygenase-2 drug effect increas inhibit

INhibitor . e

prevent prostaglandin reduc select suggest suppress
treatment
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advanc chemotherapi combin cycl dai

docetaxel gemcitabin grade median metastat

month pa)t lent phase rate receiv

regimen respons surviv toxic treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pulmonary+Surfactant-Associated+Protein+A
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pulmonary+Surfactant-Associated+Protein+A
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pulmonary+Surfactant-Associated+Protein+D
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pulmonary+Surfactant-Associated+Protein+D
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pulmonary+Surfactants
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tissue+Inhibitor+of+Metalloproteinase-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tissue+Inhibitor+of+Metalloproteinase-1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glutamine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyrazoles
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cyclooxygenase+Inhibitors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Leucovorin

1265: Monomeric GTP-Binding Pro-
_teins| (32)

activ cell control
differ differenti GXpl”eSS
function gene growth identifi kinas

NEew prolifer prOteln provid

regul respons signal structur studi

1267: Pyruvaldehyde (7)

analysi combin condit degre effect form gener

increas level pa;tj.ent produc

product random requir resist respons serum
studi subject trial

1269: Metalloproteases (37)

1266: |Asialoglycoproteins| (5)

acid cell clone enhanc express gene improv

increas life method Horm&l number site

structur subject target therapeut therapi

t 1SSU treatment

1268:  |Organoplatinum Compounds
(132)

advanc agent cancer
ChemOtherapl cisplatin combin

dai drug grade median paclitaxel

pa)tient phase rate regimen

respons surviv therapi toxic treatment

1270: Diphosphonates (71)

activ CGH combin effect express
famili function high human identifi

1Nnvas matrix modql number
protein respons site studi target tissu

1271: Glucuronidase (75)

bmd bone cancer cell clinic densiti

effect famili fractur hip marrow miner multipl
osteoblast role studi therapi treatment trial
vitamin

1272: |Onium Compounds) (9)

activ arabidopsi develop express flower function
gene leaf leav metastasi metastat node

plaJnt pollen primari root seed studi

tissu tumor

159

activ caus Cell combin earli enhanc evid

increas normal organ oxid plal product

region repeat rOle sequenc structur

suggest tissu


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Monomeric+GTP-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Monomeric+GTP-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Asialoglycoproteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Pyruvaldehyde
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Organoplatinum+Compounds
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Metalloproteases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Diphosphonates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Glucuronidase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Onium+Compounds

1273: Superoxides (59)

1274: Reactive Oxygen Species (305)

activ antioxid cell damag glutathion human

increas induc level OX]. oxygen
peroxid protect radic reactiv role ros speci
stress superoxid

1275: NADPH Oxidase| (56)

activ antioxid damag enzym free glutathion

increas induc level OX]. oxygen
peroxid product protect radic reactiv ros speci
stress superoxid

1276: Receptor, Serotonin, 5-HT2B (3)

activ antioxid damag enzym genet glutathion
.

increas induc level OX]. oxygen
peroxid protect radic reactiv role ros speci
stress superoxid

1277: Vasoconstrictor Agents (18)

acid aCtIV case control delet disord
enhanc healthi hlgh identifi level loss low

muscl pa;tient receptor requir

TeSPOILS screen subject

1278: |Ascorbic Acid| (75)

arterl control coronari effect
enhanc ZI'OUP hypertens

increas inhibit model normal
pressur rat receptor

respons .« subject

tiSSU treatment vascular

1279: Aphidicolin (19)

activ analysi cell control dna famili

function group high level low mechan
method molecular number process recombin
requir role studi

160

&Cld amino antioxid concentr damag

effect gene group increas level OX].
oxygen protect rat reactiv reduc role speci
stress studi

1280: INADH, NADPH Oxidoreduc-
tases (15)

analysi caus cell complex effect express
gene genet genom human identif

mitochondri mut at oxid popul rat

rate select time treatment


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Superoxides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Reactive+Oxygen+Species
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NADPH+Oxidase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+Serotonin,+5-HT2B
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Vasoconstrictor+Agents
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Ascorbic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Aphidicolin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NADH,+NADPH+Oxidoreductases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=NADH,+NADPH+Oxidoreductases

1281: |Adaptor Proteins, Vesicular
_Transport (36)
activ analysi bind cell cytokin

deVGIOp differ domain €XPress
function geﬂe genet human

l”OtelIl role
SthCth suggest tissu

identifi mutat p

1283: (Carboxylic Ester Hydrolases (28)

1282: Dietary Carbohydrates (19)

acid bmi bOd]. diet dietari fat food

high increas index intak leptin level mass model

nutrit obes patient supplement Welght

1284: Biopolymers (30)

aCtIV analysi associ cluster differ

enzym exposur express function gene
identifi metabol pattern popul product protein
structur studi subject substrat

1285: |Acyltransferases| (48)

aCth associ eIlA ; III express

function gene gener increas model mutant
mutat number patient product protein role
specif studi substrat suggest

1287: |Receptor, Fibroblast Growth
Factor, Type 3 (29)

activ analysi cell condit CUlt ur

express factor famili fibroblast growth human
medium method mutant IMUtAL normal respons
tissu variabl vitro

161

actlVv analysi approach associ base data
dna dynam famili form format

human increas interact method

mOdel predict SeleCt
SEructur e

1286: Armadillo Domain Proteins (12)

activ affect aSSO Cl differ diseas

express famili gene genet interact
member model polymorph protein requir
role sampl studi suggest tissu

1288: Citrinin (3)

cdna cell ClOTIE develop

differenti eXpI’eSS extract fraction gene
isol laser librari hght marker method prolifer
receptor report sequenc studi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adaptor+Proteins,+Vesicular+Transport
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adaptor+Proteins,+Vesicular+Transport
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Dietary+Carbohydrates
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Carboxylic+Ester+Hydrolases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Biopolymers
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acyltransferases
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Armadillo+Domain+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+Fibroblast+Growth+Factor,+Type+3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptor,+Fibroblast+Growth+Factor,+Type+3
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Citrinin

1289: Thrombospondin 1| (43)

1290: |Antigens, CDA47 (8)

activ angiogenesi cell endotheli
express factor

famili gene ngWth
Increas model protein role studi

tgf-beta tissu transform treatment

vascular vegf

1291: Tablets (16)

apoptosi assoCi base Cell cluster
death differenti human mice new

normal number organ plai rate role
studi t1SSU treatment tumour

1292: Sodium Chloride (97)

base chromatographi compar data determin

develop eXtI’aCt fraction
function improv liquid methOd model

prepar rate respons separ studi time trial

1293: Endothelial Growth Factors (4)

area assai assess chain detect
dlﬁer diseas distribut evalu
gene local measur pattern plai

reaction risk role score sensit

studi

1295: Sulfites (34)

concentr condit
degre differ effect gene heat higher

increas low microg microm min observ plasma

protein rat shock temperatur

1294: Receptors, Vascular Endothelial
_Growth Factor (60)

angiogen angiogenesi chang clinic diseas

endOt heh factor growth

hif-lalpha hypox hypoxia hypoxia-induc increas
studi therapi treatment trial Vascular

Vegf vessel

1296: DNA Adducts (133)

activ cpg dna, epigenet gene hypermethyl

inactiv individu island met hyl

methyltransferas mgmt p16 Promot rassfia
region sequenc silenc statu suppressor

162

activ adduct adenosin analog analogu chemic

COMPOUNA e deriv

dna new novel nucleosid potenc potent
repair ring structur synthes synthesi


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Thrombospondin+1
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Antigens,+CD47
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Tablets
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sodium+Chloride
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Endothelial+Growth+Factors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Vascular+Endothelial+Growth+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Receptors,+Vascular+Endothelial+Growth+Factor
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sulfites
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Adducts

1297: Deoxyguanosine| (81)

1298: Deoxyribonucleotides| (18)

antioxid compound control damag differ

dna increas level OX].d oxygen

patient protect radic rate reactiv repair ros
speci stress studi

1299: Nucleic Acid Precursors) (2)

activ analysi cell compound data differ

Ila eNnzym estim genet increas
method rate replic sampl select sequenc
structur studi substrat

1300: Nalidixic Acid (4)

activ approxim core data dna encod
€INZYI includ known major mitochondri

open rang rat read rel St U.dl substrat

suggest wide

1301: DNA Gyrasel (21)

adapt cluster coli complex distribut dna encod
enhanc gene human identifi induc

induct 1801 local mechan molecular

I'ESPOILS seteet strain

1302: ran GTP-Binding Protein| (21)

base caus chang character codon differ dna gener

identifi ].SO model mutant Mutat respons

:
coavene spect specit SETAITY wrentment type

1303: rab GTP-Binding Proteins (44)

cell chromosom complex cytoplasm develop

divis f&mlh interact local member
microtubul mitot model HUClea}r

nucleu process protein respons role spindl

1304: |ADP-Ribosylation Factors (26)

activ analysi associ chang express famili
function gene identifi intracellular

membran o m:
protein regul role screen transport
tumor uptak

163

activ bind cell develop domain fam I

form format function gene histori identifi interact
mechan MEMbEr membran p53 patient protein requir


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Deoxyguanosine
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Deoxyribonucleotides
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Nucleic+Acid+Precursors
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Nalidixic+Acid
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=DNA+Gyrase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=ran+GTP-Binding+Protein
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=rab+GTP-Binding+Proteins
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=ADP-Ribosylation+Factors

1305: [Sucrose| (53)

1306: Dynein ATPase (52)

aCt 1V cell control develop differ

effect express gene increas indic local normal

number oral plant rate size studi suggest
tissu

1307: Actomyosin| (12)

analysi Cell centrosom checkpoint
chromosom complex differ divis
function interact local meiotic

microtubul mitosi MI1LOt organ

patlent requir segreg spindl

1308: |Adenosylhomocysteinase| (3)

Cell _centrosom chromosom
combin lelS genet interact mechan

mi.crOtUbUI migrat mitosi
mltOt new process protein

regul requir segreg Splndl studi

1309: Proto-Oncogene Proteins c-vav
(18)

activ associ blood children compar enhanc

o et TUNCEION genom

increas inhibit mean methyl pathwai ratio risk

sequenc signal valu

1310: |Cytochromes b (55)

actin aCtiV CGH control

cytoskeleton differ famlll filament format
gI“Ollp growth interact member migrat

polar process protein regul role signal

1311: Acetic Acid| (16)

aCId amino compar concentr data

differ gene group high higher incid increas
lesion level low mice rate test tissu valu

164

analys base clade close data diverg evolut gene
genet genu molecular morpholog phylogenet
.

popul relat relationship sequenc Sp eC].

support tree

1312: Methylenetetrahydrofolate Dehy-
drogenase (NADP) (3)

acid allel approxim associ children control
differ enzym Z€I1€ genet genotyp mechan

patj.ent polymorph
pOpU.l rel risk studi subject test


http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Sucrose
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Dynein+ATPase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Actomyosin
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Adenosylhomocysteinase
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Proto-Oncogene+Proteins+c-vav
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Cytochromes+b
http://www.nlm.nih.gov/cgi/mesh/2008/MB_cgi?mode=&term=Acetic+Acid
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1313: Superoxide Dismutase (216)

1314: Eosine I Bluish (1)

antioxid damag examin extent find increas

indic later level observ OX].d oxygen

protect reactiv sclerosi speci stress studi
suggest survivin

1315: |Glutathione| (156)

assess compar content CONtrol cytometri
determin differ evalu flow healthi laser hght
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